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Supplementary Figure 1. Alternative promoter usages and subsequently generated splicing isoforms in the porcine GNAS
complex locus. Protein coding (green-colored) and noncoding (purple-colored) transcripts originated from the GNAS
complex locus are represented based on NCBI Gene database (https://www.ncbi.nlm.nih.gov/gene). Five major groups (Nesp,
Gnasxl, Exon1B, Exon 1A, and Gnas) are indicated with brackets.



