Supplementary information:

Supplementary Figure 1. Screenshots of examples SNPs in the genes identified generated
by targeted DNA next-generation sequencing in Emirati diabetic patients. Mutations
generated using vcftools and visualized using IGV.

A- ASAH1

e
| rigts i | b =@« HAxLP Bl
= =

s [ry— e e [
. i : | : | s !
s =
[
[ e— T
femrstantimes s evpes T
Eie

= Cr— = — ]

| rigts . | AL A =@« HAxLP Bl

= _

T T T T 0 0 e

w
ee— . e P
i L v L L L ! L f

= = '
[
PR T
R — ===




El e &

[smsen

e

[T SR p—

[ampstaatiems 17 erpea
e’

[Fwmme =

[swnas wasim

T et S Trocs R = ook’ Snsocon - E . s
-

[ - o ey

= e« HA LB

El e &

e,
1

[smsen

e

[T SR p—

[ampstaatiems 17 erpea
e’




Supplementary Figure 2; List of the location and functional consequences of rs4573668 as

predicted by SNPnexus tool.

trand [Symbal |G

(Variation ID |Chramasame |Pasition |Variant |54 Transcript [CONA Pasition |CD6 Position |AA Pasition [AA Change |Dets
rs4573668  |chrll | 43681065 [G] C 1 |£SDU‘BJ.2 ENSG00000123084 |ENSTOO000063 7401

chrll | 43681065 (G] C 1 HSDI7B12 |ENS 49084 |ENSTOO00053 1185

chrll | 43681065 [G] C 1 |£SDU‘BJ.2 ENSG000001 43084 |ENSTOO000636007

chrll | 43681065 [G] C 1 |ACO68205. 2| ENSGO0000283341 |ENSTOO000053 2864 |non-mding intranic

chril 43631065 [G] C 1 |MCS&2|}L.2 ENSGO0000283341 |ENSTOO00052926 1 -iding intronic

chrll | 43681065 [G] C 1 HEDI7B12 |ENSGO0000143084 [ENSTOO0000638034 |Sup

chrll | 43681065 [G] C 1 HEDI7B12 |ENSGO0000143084 [ENSTOO00052 7433

chrll 43681065 |G| C 1 HSDI7B12 |E 43084 | MESALPAAGFLYW
VGAGTVAYLALRIS
YELFTALRVWGYG
NEAGVGPGLGEW
| AGES DA APRPRSR
| GGPOOAWAY MTS
SGVCSWPSPPOLS
|SFSGSCAPRAPPGS
LGCLLLA ™| MESAL
PAAGFLYWV GAGT
VAYLALRISYSLFTA
LRVWGVGNEAGY
| GPGLGEWAGESDA
| A PRPRSRGGPDOA
(WAVMTSS GLCSW
PSPPOLSSFSGSCA
PRAPPGSLGCLLLA

chrll | 43681065 [G] C 1 HSDI7B12 |ENSGO0000143084 [ENSTOOD00278353 Mo

chrll | 43681065 [G] C 1 EDU‘BLZ ENSG000001 23084 [ENSTOO0000395700 Mo




Supplementary Table 1: Enriched Ontology Clusters of the identified 34 genes associated with the
UAEDIA-phenotypes.

Pathway Id
R-HSA-1266738
R-HSA-162582
R-HSA-1430728
R-HSA-1433557
R-HSA-196071
R-HSA-556833
R-HSA-8957322

Pathway Description
Developmental Biology
Signal Transduction
Metabolism

Signaling by SCF-KIT

Metabolism of steroid hormones

Metabolism of lipids

Metabolism of steroids

Parent Description

Developmental Biology

Signal Transduction

Metabolism

Signal Transduction

Metabolism

Metabolism

Metabolism

Genes

HSD17B12,STARD3,NAT2

FES,FOX03

HSD17B12,STARD3
HSD17B12,STARD3
HSD17B12,STARD3

Gene Count

HNF1B,FES,FOXO3,HOXA3 4
FES,MADD,FOX03,PRC1

N N NN W b

Supplementary Table 2. List of the 4 identified SNPs in HSD17B12 gene in two Emirati diabetic
patients, with their location and significance in gene expression.

Overlapped
ID SNP Chromosome | Position Annotation
Gene
chr11:43681065:G/C:1 | rs4573668 chrll 43681065 | HSD17B12 | intronic,coding nonsyn,5upstream
chr11:43750999:A/G:1 | rs12801203 chrll 43750999 | HSD17B12 intronic,non-coding intronic
intronic,non-coding
chr11:43754184:A/G:1 | rs4643069 chrll 43754184 | HSD17B12
intronic,3downstream

intronic,non-coding intronic,non-

chr11:43830941:T/C:1 | rs6485471 chrl1 43830941 | HSD17B12 di
coding




