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Table S2. Sequence of primers used (rpoC2/rps2 as in Raggi et al. [1]).
	Name
	
	Sequence 5’-> 3’

	APOSTART_5
	For
	CAATGCCGAAAAACCAGAAG

	
	Rev
	GCTTAGCATCGTTGTCAGCTTTAC

	APOSTART_6
	For
	TGGACAGTACCGGATAGCACG

	
	Rev
	AACGTTGCAGCAATGATCCC

	APOSTART_7
	For
	TTGACCTGAGAGGATGGTTCCT

	
	Rev
	CCATGTGCTGGTTTAGTCTTGG

	APOSTART_8
	For
	CTGTGTTGCTGATGAATGCC

	
	Rev
	CTCCATTTCATGTAGCTTCTGG

	APOSTART_10
	For
	GCTACTTCGATGCCAAAATGAA

	
	Rev
	CTGCCATAGCGAAAGCTACAGTC

	APOSTART-12
	For
	GGAACTTGGAGGGCAGTTCTT

	
	Rev
	ACCGATATCAGGCTCATTGGTC

	Pp-tubulin
	For
	GTGGAGTGGATCCCCAACAA

	
	Rev
	AAAGCCTTCCTCCTGAACATGG

	APO- SCAR
	For
	AGTTTTTTTCCATCTTGTATG

	
	Rev
	CCTGTATTAGGAAGGCCATGTCAACTACC

	rpoC2/rps2
	For
	TTATTTATTTCAAGCTATTTCGG

	
	Rev
	AATATCTTCTTGTCATTTTTTCC
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