Supplementary Materials:

Table S1. Summary of the primers used for qRT-PCR.

Name Forward primer (5" to 3') Reverse primer (5" to 3)
SDC4 GGACCGCTCTGTAGTTGGAC CGTCTCCCTAACCTGCGACT
IL-4R GAATTCACAACTCCTGCTGCC GGAAAGTTGTCCCACGTCCT
CD276 CAAGCCTAGGAACCCAAGGA GCTTTGGATTGTCTCCGAGC
H2-L GATTCCGAATGGCAGCATCC GCTTGGCACCGTGAGAATCA
TGFBR2 GAATGACAGTCTCTGGACGGG GAAGGCGGCATAACAGCAGC
ITGAS CTCTCTGCCAGCATAGACCG CGCTCCACTCCGATGTAGTC
TUBA TGACATCACAAACGCCTGCTTC GCACCACATCTCCACGGTACAG
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Figure S1. Validation of the expression patterns of the parental genes of immune-related DEcirs by
qRT-PCR. Results are shown as means + standard deviation (N = 3). ¥, P value < 0.05. For convenience,
“C6”, “C12”, and “C24” indicate the control groups at 6, 12, and 24 h post-infection (hpi), respectively;
“V6”,“V12”, and “V24” indicate the V. anguillarum-infected groups at 6, 12, and 24 hpi, respectively.
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Figure S2. Validation of the expression patterns of the parental genes enriched in the ECM-receptor
interaction pathway at 6 h post-infection (hpi) by qRT-PCR. Results are shown as means + standard
deviation (N = 3). *, P value < 0.05. For convenience, “C6” and “V6” indicate the control groups and
the Vibrio anguillarum-infected groups, respectively.



