. utR

HUD1G02117.1 IB—— - chrot - cos
HU03G00450.1 —F chro3
HUD3GO0481.1 —8 chro3
HUD3G00482.1 HE chro3
HUD4G00093.1 —— B8 chrod
HU05G00563.1 I chr05
HU07GO0426.1 IB-B0 chro7 CYP 76ADS
HUO7GO0499.1 -8 chra?
HUD7G00500.1 S chro?
HUO7GO0S04.1 M-8 chro?
HUO7GO0510.1 -8 chra?
HUD7GO0784.1 } - '] chro?
HUD9GO1023.1 - chrog
HUT1GO1017.1 @ - - - - chr11
HU11601870.1 @ chr11
HUD3GO13421 ——— 41 chro3
HU0BGO1571.1 B—E—1l chros DODAS
HUD8GO1572.1 Bk chros
HUO1G00156.1 MY chrot
HUD1GO0157.1 @ chro1
HUD1G00158.1 (S chro1
HUD1GO0159.1 i chrod
HUD1GO0761.1 ——— chro1
HUD2GO1765.1 M chroz
HUD3G00256.1 G chro3
HUD3G00266.1 W chro3
HUD3G00267.1 chro3
HUO3GO16711 ——————— @B chro3
HUD3G02206.1 @ chro3
HU04G00126.1 B8 - = chro4
HUD4GO1617.1 B chro4
HUD5GO1235.1 @ chros
HUOSGO1532.1 B chros
HUDBGO0241.1 M chroB
HU06G00242.1 (B chrog GTS
HU06GO0243.1 chrog
HU0BG00244.1 — chros
HUO7GO0076.1 {E chro7
HUO7GO0240.1 chro?
HUO7GO1550.1 @ chro?
HUD7GO1678.1 (Y chro?
HU08G02083.1 B—@0 chrog
HUD9GO1034.1 (K chrog
HUD9GO1039.1 I chrog
HUD3GO1874.1 S chrog
HU09GO1875.1 (M chrog
HU10GO0514.1 chr1o
HU10G01599.1 @-8 chr1o
HU11GO1695.1 4 chr11
HU11GD1606.1 Mt chrit
HU11G01697.1 @I chrit
HU11GO169.1 @ chr11
HU11GO1699.1 chr11
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Figure S1. Gene structures of 53 genes.



