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Supplementary Results: 
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Figure S1. Table of upregulation of HNRNPK in tumour samples (A) and boxplot of expression level 

in tumour and normal samples (B). The Y-axis highlights normalized counts – log10 scale, and X-axis 

represents the sample type. P-value was calculated using Student’s t-test, p < 0.05 considered 

statistically significant. 
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Figure S2. Table of upregulation of HMGA2 in tumour samples (A) and boxplot of expression level 

in tumour and normal samples (B). The Y-axis highlights normalized counts – log10 scale, and X-axis 

represents the sample type. P-value was calculated using Student’s t-test, p < 0.05 considered 

statistically significant. 

 


