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Figure S1. Venn diagrams showing the shared and unique OTUs.

A-B, Visualization of venn diagrams in sediment and water groups. C-G, Visualization

of venn diagrams at same sampling site, comparing the shared and unique OTUs

between sediment and water samples. H-I, Visualization of rarefaction curve on basis

of Shannon and simpson index.



. : - f_Halanaerobiaceae - i
7 } " f_Haloferacaceae 1 =
- i - f_Desulfohalobiaceae 4 R
{ I f_Woeseiaceae H ,
{ ————————— | f_Balneolaceae . ;
4 I f_Desulfobulbaceae ] p——
e f_Rhodobacteraceae - E
. ' f_Rhodothermaceae 4L ‘
- i f_Halomicrobiaceae 40T
.| f_Cyclobacteriaceae . E . mn
| 3 f_Spirochaetaceae : 4 g
4 P f_Saprospiraceae - E =.
.| f_Marinobacteraceae H p—— =
| E—5 L f_Pirellulaceae N
4 - f_Anaerolineaceae 4 b
.| - f_Trueperaceae 4 =
- f_Desulfococcaceae 1 b=
—— r f_Desulfocapsaceae 1k
| - f_llumatobacteraceae 41
- 3 f_Bacteroidetes BD2-2 1k
4 - f_Thioalkalibacteraceae 4
. i f_Fodinicurvataceae 15
g ! - g_Halanaerobium -1
4 1 - g_Desulfovermiculus Ll
4 g_Psychroflexus o ——
| g_Candidatus__Electrothrix =~ - Be——
. : - g_Salinibacter 48
| ————— r _Woeseia - L.
4 I - g_JTB255_marine_benthic_group - * B
e g_Marinobacter { = o
- g_Roseovarius - F c
- g_Truepera o - Bso4s  |©
- ; - g_Haloterrigena el '
L e —————— || 3 g_Spirochaeta__ 2 e i e
1 ——— - g_llumatobacter - E 0125
{ - g_Robiginitalea d = i s175
. - g_Natronomonas 410 S265
1 I r g_Guyparkeria 41
T T T T T T T T T
0 1 2 3 4 5 0.0 0.1 0.2
LDA Score Relative abundance

Figure S2. Differential abundance test in sediment of salterns.
The significant family and genus taxa, determining the community differences across

groups, were confirmed by R package {microeco} on basis of LEFSe method.
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Figure S3. Differential abundance test in water of salterns.
The significant family and genus taxa, determining the community differences across

groups, were confirmed by R package {microeco} on basis of LEFSe method.
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Figure S4. The relationships between physicochemical factors and alpha
diversities of prokaryotic community.

A-B, The strong-related genus taxa with physicochemical factors were shown (A,
sediment groups; B, water groups). Significant differences were marked. (* 0.01 <P <

0.05,**0.001 <P <0.01,*™* P<0.001)



