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Supplemental Table S1. Genes known to be associated with renal abnormalities used as a training set
with ToppGene [1-5]
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Supplemental Table S2. Source of patient data for the pooled analysis (N=152)

Study Patients included in
the study

Kirkpatrick et al, 2011 [6] 1

Soorya et al, 2013 [7] 30
Bonaglia et al, 2011 [8] 4
Disciglio et al, 2014 [9] 9
Palumbo et al, 2017 [10] 15
Fontes et al, 2015 [11] 1
Ishikawa et al, 2015 [12] 1

Tabet et al, 2017 [13] 46

Lei et al, 2016 [14] 1
Toruner et al, 2009 [15] 1

Ha et al, 2017 [16] 1
Samogy-Costa et al, 2019 [17] | 27

Xu et al, 2020 [18] 15




Supplemental Table S3. Genes within the CNV segments associated with kidney disorders at P<0.05 with
gene location, prioritization rank out of 38 genes, HI<10% estimate [19], and pLl score if >0.9 from

gnomAD [20].
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*UPK3A is already a known kidney-related gene.
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