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Table S1 The differentially expressed genes (DEGs) between low-risk and high-risk groups

Gene Symbol LowMean HighMean logFC P.Value FDR
NKX2-1 0.701069 2.69425709 1.94225917 0.01700992 0.03796066
DMBTI1 6.58762328 243656781 -1.4349077 1.47E-06 1.81E-05

AC005912.1 12.2055487 28.5586696 1.22639162 1.49E-10 1.16E-08

AC090498.1 10.9575867 26.4391318 1.27074471 5.79E-08 1.35E-06

PTX3 0.80353958 1.86677278 1.21610534 4.99E-05 0.00032014
OMG 5.11519343 2.14466203 -1.2540385 2.82E-10 2.06E-08
KLKS5 2.59822474 6.83328758 1.39505362 0.00888821 0.02238887

RNA5SP370 2.59507338 0.92541823 -1.4875979 0.0056055 0.01541161

HIF3A 0.86917294 1.98168383 1.18901165 5.99E-08 1.38E-06
FBXO17 1.5291965 3.43364664 1.16696777 3.32E-05 0.00022593
C1QL1 2.56263695 6.76622522 1.4007221 7.68E-05 0.00045799
MS4AS8 19.6219184 8.5170115 -1.2040469 2.51E-06 2.77E-05
RSPO3 1.51822378 3.91706602 1.36738899 0.01008544 0.02478292
COL9A3 2.4282941 5.23658567 1.1086833 1.14E-06 1.45E-05
AC018475.1 0.76115269 1.52697193 1.00441575 8.55E-06 7.39E-05
GAL3ST3 0.90868474 2.05591518 1.17792898 0.00029644 0.00138591
UPK1B 37.7700554 18.0682091 -1.0637894 8.89E-08 1.90E-06
CXCLS 10.3932678 5.19625779 -1.0001044 0.00039719 0.001756
GRIKS5 1.33246866 271790156 1.0283916 0.00080046 0.00316419
AC244035.1 2.56243781 1.23572417 -1.0521602 0.00127615 0.00465539
ALPP 21.4802681 9.48303357 -1.1795915 3.41E-10 2.44E-08
CYSl1 2.68590004 6.42191165 1.25759721 0.00057088 0.00239282
TFF3 833.832882 353.892452 -1.2364473 4.41E-10 2.96E-08
RPL41P5 25.5698087 54.0831117 1.08073679 1.33E-07 2.52E-06
COL26A1 8.18490028 16.7732072 1.03512183 0.00058143 0.00242641
AC107983.1 1.84514983 5.56878928 1.59362573 5.61E-06 5.24E-05
RPL13AP20 2.59737961 6.10503949 1.23294375 2.51E-10 1.87E-08
SST 19.1713732 115.61877 2.59235004 0.00247806 0.00795691
SCGBI1A1 28.3108392 12.4630888 -1.1836929 0.0013497 0.00488499
S100A1 9.82836273 21.8543901 1.15290011 1.79E-07 3.18E-06
CALB2 1.14270719 10.0727146 3.13992487 1.63E-05 0.00012501
POU3F3 1.5708231 3.30742662 1.07418843 2.12E-05 0.0001553
SLC23Al 3.02113245 1.36734569 -1.1437114 5.48E-10 3.44E-08
ORM1 15.7579175 5.99590228 -1.3940281 0.00847932 0.02154132
PAGE2 1.14388853 4.27648493 1.90247898 0.00646878 0.01729643

PPPIR14BP3 16.538566 34.030963 1.04101383 2.23E-13 7.48E-11
UCHLI 20.0102719 45.9848857 1.20041898 4.36E-12 7.52E-10
LRRC26 6.87108733 3.06488815 -1.164704 8.83E-10 4.90E-08

EEF1B2P6 0.63062936 1.71045986 1.43952001 3.99E-08 9.89E-07
FSD1 0.68535822 1.71058134 1.31955655 1.70E-05 0.00012993



COX412
RSPO4
AP003306.2
AC099560.2
KLK6
PGR
TEKT4
AC016596.1
AC004540.2
APOBEC4
FBN3
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KRT13
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RNAS5SP202
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ANO1
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NPY
RBP4
MAGEAT11

1.34935093
0.92421563
1.80709346
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8.50036037
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1.86936114
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1.0472044
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-1.2003034
1.6383751
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1.54008809
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1.20003354
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3.2797877
2.87174756
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1.43458055
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1.17216555
-1.1571073
-1.1098507
-4.663548
1.21418387
-1.0600857
1.03062012
1.01080645
1.21108862
1.27089739
1.4681992

5.02E-10
3.27E-05
6.05E-09
2.28E-07
0.02148312
7.73E-14
1.63E-07
1.51E-05
2.33E-08
4.26E-09
0.0030218
0.00174757
6.50E-06
0.02266185
1.30E-09
9.92E-07
1.44E-09
0.00055802
2.89E-07
1.80E-06
2.71E-13
1.57E-07
6.55E-09
5.51E-14
1.29E-12
9.20E-10
0.00022375
0.00349434
3.91E-08
0.00155973
3.14E-06
1.44E-10
0.00021712
3.25E-11
1.73E-06
0.01053421
5.13E-05
1.07E-13
0.0143229
0.0024132
0.00041376
0.01893758
7.02E-05

3.25E-08
0.00022258
2.16E-07
3.87E-06
0.04581003
3.34E-11
2.97E-06
0.00011786
6.58E-07
1.64E-07
0.00937603
0.00602516
5.90E-05
0.04779898
6.65E-08
1.29E-05
7.19E-08
0.00234842
4.65E-06
2.13E-05
8.64E-11
2.89E-06
2.30E-07
2.78E-11
3.03E-10
5.04E-08
0.00110841
0.01054492
9.70E-07
0.00548706
3.31E-05
1.14E-08
0.00108264
3.58E-09
2.05E-05
0.02562664
0.00032705
4.05E-11
0.03300965
0.00779699
0.00181692
0.04138248
0.00042387



LINCO00261
LEMDI
SRARP
DLL3
IGSF1
BPIFB2
CALCB
AL162411.1
ADAMTS6
CDHR4
AC018738.1
DOKS5
MTI1H
WDR38
AZGP1
MAGEA4
RPL21P28
GREM2
RPL39
HOXA4
C22o0rf15
AC113935.1
PLPPR3
MUC6
CCKBR
CNGA4
CALCA
TUBA3E
AL133415.1
RN7SL250P
ERICH3
GAL
SP6
HMGN2P17
HMGBI1P10
ALPG
SIX3
PRSS50
CHST4
RNY3P16
TUBA3D
AC079922.1
TUBA4B

8.46801436
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3.87E-08
0.01480023
2.37E-11
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1.99E-07
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1.85E-05
4.00E-07
2.55E-08
1.81E-09
2.33E-09
2.21E-05
0.00025578
1.64E-08
0.0194706
0.00397343
3.82E-08
0.00015402
9.04E-11
3.19E-08
8.09E-08
5.76E-08
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2.80E-06
0.00016382
2.74E-14
0.00647865
5.93E-06
9.93E-12
3.48E-13
4.89E-10
7.05E-07
0.00228441
2.90E-08
2.26E-08
3.25E-07
0.01127554
0.00027547
2.63E-09
1.04E-05
8.35E-07
2.42E-13
1.51E-09

9.66E-07
0.03389606
2.81E-09
1.21E-05
3.47E-06
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0.00013848
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8.41E-08
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0.00123213
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0.00081331
8.15E-09
8.44E-07
1.77E-06
1.35E-06
3.21E-05
3.03E-05
0.00085706
2.00E-11
0.01730795
5.49E-05
1.37E-09
1.03E-10
3.22E-08
9.67E-06
0.00747013
7.85E-07
6.41E-07
5.15E-06
0.0271014
0.00130655
1.12E-07
8.65E-05
1.11E-05
7.90E-11
7.47E-08



AC099336.2
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2.61670826
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8.7930049
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1.02777225
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8.32612407
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18.9774218
6.86730928
2.85047738
90.0825732
5.74784045
3.48566545
3.74245607
0.70971646
2.0128469
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9.02417008

1.66989197
-1.0567769
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1.25086848
1.57616682
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1.8220209
-1.1024486
1.02460337
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-1.6950439
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1.77240457
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1.20698355
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1.08211327
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-1.0191501
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1.22354267
2.58632599
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6.07E-10
4.27E-11
8.08E-11
4.84E-05
8.90E-05
2.10E-06
3.96E-06
3.68E-05
5.78E-07
0.00912899
0.0003754
0.00239347
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0.00078939
1.04E-09
3.59E-05
2.43E-09
0.02223477
0.00012488
1.88E-07
8.65E-12
4.43E-06
6.40E-10
0.00506877
1.08E-11
2.45E-10
8.49E-10
1.19E-05
3.95E-05
0.00092132
0.00017533
0.00725605
9.69E-11

3.72E-08
4.41E-09
7.44E-09
0.0003122
0.0005148
2.40E-05
3.98E-05
0.00024638
8.27E-06
0.02286567
0.00167755
0.00774732
0.00122226
0.00313239
5.58E-08
0.00024159
1.07E-07
0.04710945
0.00068205
3.30E-06
1.24E-09
4.35E-05
3.87E-08
0.01420671
1.44E-09
1.84E-08
4.76E-08
9.64E-05
0.00026199
0.00355494
0.00090887
0.01902112
8.61E-09




Table S2 The enriched GO terms of differentially expressed genes.

1D Category GO Name P.value Count genelD
neuropeptide signaling NTS/NPW/NPY/CALCA/G
GO0:0007218 BP 2.07E-06 7
pathway AL/PNOC/PCSKIN
neuron projection GRIK5/CALB2/UCHL1/N
GO0:0044306 CcC 1.41E-05 7
terminus TS/CALCA/PNOC/CPLX?2
GRIK5/CALB2/NTS/CAL
G0:0043679 CC axon terminus 6.26E-05 6
CA/PNOC/CPLX2
GRIK5/CALB2/CALCA/C
GO0:0043195 CC terminal bouton 0.00025053 4
PLX2
neuropeptide hormone NTS/NPY/CALCB/GAL/P
GO:0005184 MF 1.51E-08 6
activity NOC/VGF
SST/ENHO/NTS/NPY/CA
GO:0005179 MF hormone activity 3.02E-08 9 LCB/CALCA/GAL/PNOC/
VGF
RSPO3/CXCL5/UCHLI1/N
G protein-coupled TS/NPW/NPY/CALCB/CC
GO:0001664 MF o 1.09E-07 12
receptor binding KBR/CALCA/GAL/PNOC/
PF4V1
CXCLS5/SST/ENHO/NTS/N
PY/CALCB/GREM2/CAL
G0:0048018 MF receptor ligand activity 2.00E-05 12
CA/GAL/PNOC/VGF/PF4
\%!
CXCLS5/SST/ENHO/NTS/N
signaling receptor PY/CALCB/GREM2/CAL
GO:0030546 MF 2.34E-05 12
activator activity CA/GAL/PNOC/VGF/PF4
\%!
neuropeptide receptor
GO:0071855 MF 5.55E-05 4 NTS/NPY/CCKBR/GAL
binding
structural constituent of NEFH/TUBA3E/TUBA3D/
G0:0005200 MF 0.00029792 5
cytoskeleton TUBA4B/TUBB2B
extracellular matrix COL9A3/FBN3/MUCS5AC/
GO0:0005201 MF 0.00043942 6
structural constituent GP2/MUC6/COMP
calcium-dependent DMBT1/S100A1/TNNI3/C
GO0:0048306 MF 0.00157062 4
protein binding PLX2




