Table S1. List of primers of AICBL genes used in qPCR analysis

G Leaf PCR eff. = Amplicon
ene .
svmbol Sequence (5'->3") Primer length Tm GC%
¥ Mean % SD length Tm
ALCBL2* F: CGGCATGATTAGCAAGGAAGAGT 23 67.0 47.8 } ) 78.7 )
R: GCGTCAGGATGGAAGACAGATAA 23 66.2 47.8 '
F: CGAACGGTGACGGTAAGATAGA 22 65.7 50.0
AICBL4T R: GCTCCAGAGGCCAGAACAA 19 66.2 57.9 941 0.016 139 798
F: CAAAGACGGGCTGATTCAC 19 63.0 52.6
AICBL4.2 R: AGGGTGGAAGATGTTGAGG 19 62.9 52.6 921 0.016 163 814
F: TTATTGAACGGCATGAGCTAAAGG 24 65.6 41.7
AICBL4.3 R: ATTCCACTCCTCTTGATCTATCTTCC 26 65.6 42.3 929 0.013 155 783
F: TCTAAGAGGGACAGGCTACATC 22 64.7 50.0
AlCBL44 R: ACAGTGCTATCCGACAGACA 20 64.9 50.0 93.7 0.019 788 %
F: GATGGATCTCCCTCAACTT 19 60.0 47.4
AICBLIO R: CGTTCACCGAGAAGCAT 17 61.1 52.9 924 0.029 69 81.3
F: CTTGGTCTGCTGTTGTCTTG 20 63 50
AIUBQ R: CACGGTTCACTTATCCATCAC 21 63 48 898 0.025 200 80.5
F: ATTCACTGGCTGACCGGATG 20 63 55
AIRPS3 R: GTGCCAAGGGTTGTGAGGTC 20 63 60 936 0.022 107 785
F: TGCTGTCGGTGTCATCAA 18 63 50
AlEFI-a R: CTTCCATCAAACGCCTCATT 20 62.5 45 %2 006 97 80

* Not amplified



Table S2. List of primers of AICIPK genes used in qPCR analysis

Leaf PCR eff. mplicon
Gene symbol Sequence (5'->3") Primerlength Tm  GC%

Mean% SD  length Tm
P A - N E R
IR i G S B
AICIPK3.1 If?fT%i?é’?ggggggéﬁﬁggT ;2 Zég Zgg 93.6 0.023 tol 80.5
AICIPRY RFAFI:FCGC"I:I:I"C(;}TGGC%CT%ECTIEECAC:G 1; Ziz ?iz 93.7 0.024 62 80.5
AciPEs R COTCTTCCICCGACCATC R
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ACIPKIDG Gy AACACCACAAGACCAGATG n o ws w0 ms o B
womor ROCICGCTGNG 1 m e
ACIPKIZL T GOTIGAGGAGCAGOAT A
woms  pOROCICCGCST o womw
AICIPKR23 lf:: gg??gg&i?gfcirggﬁr 1; Zgg ?iz 93.6 0.023 148 81.9
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