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Supplementary Figure 1: Correlation between the n-gram size and number of
unique/common n-grams, memory requirement, and runtime using the GI tract reference
genomes. The x-axis represents the size of n-gram. The y-axis on the left is the number of n-
grams in millions. The y-axis on the right shows the memory in gigabytes (GB) and processing
times in hours.
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Supplementary Figure 2: Visualization of the percentage of unique n-grams in DSEMs with
only GI tract genomes (GI DSEM), and with GI tract and mock community genomes (GI
Mock DSEM). The green line/dot indicates the unique n-gram percentage in GI DSEM
genomes, and the red line/dot indicates the unique n-gram percentage in GI Mock DSEM
genomes. In the graph, dots corresponding to smaller unique n-gram percentages are overlaid by
the larger percentage dots, and the red lines/dot at the right side of the graph correspond to mock
community genomes present only in GI Mock DSEM.



