Supplementary figures
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Supplementary Figure S1. No effect of
ENG variant on BMP9 expression.
A&B. Pearson and  Spearman
correlation analysis of the genes
between ENG and BMP9 in blood of
GTEx expression data, respectively.
C&D. Pearson and  Spearman
correlation analysis of the genes
between ENG and BMP9 in arteries
(aorta, coronary, and tibial) of GTEXx
expression data, respectively.

To perform Pearson and Spearman

analyses via GEPIA
(http://gepia2.cancer-
pku.cn/#correlation) on GTEXx

expression data, we computed the
genetic correlations between ENG and
BMP9 in blood and the artery (aorta,
tibial),

P<0.05 was considered to be significant.

coronary, and respectively.
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