Supplementary Figure S1
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Supplementary Figure S1. Results of GO analysis and KEGG enrichment in related specific module genes.
(a) GO enrichment results of genes in turquoise module. (b) KEGG results of genes in turquoise module.
(c) GO enrichment results of genes in blue module. (d) KEGG results of genes in blue module. (e) GO
enrichment results of genes in green module. (f) KEGG results of genes in green module. (g) GO
enrichment results of genes in red module. (h) KEGG results of genes in red module. (i) GO enrichment

results of genes in brown module. (j) KEGG results of genes in brown module.



