Supplementary Figure 1 — Dataset information: Cladograms representing evolutionary relationships
among the Metazoans, Plants, Saccharomycetes and Alveolates used in this study. Stacked bars (drawn
to scale) indicate the fractions of protein sequences from each reference proteome that fall within
sequence clusters of various sizes (see individual legends) after clustering analysis. Total proteome sizes
(number of sequences in each proteome) are indicated to the right of each stacked bar. Cladograms
were drawn according to the NCBI Common Taxonomy Tree [65,66].
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