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Maximum likelihood phylogenies of genes involved in oxidative stress response. The phylogeny was estimated by PhyML software with aLRT implementation for the calculation of branch supports as Chi2 based support. Species name is followed by protein accession number and by a two letter description of the larger taxonomic group (BA - Basidiomycota, Agaricomycotina; BU -  Basidiomycota, Ustilaginomycotina; BP - Basidiomycota, Pucciniomycotina; BW - Basidiomycota, Wallemiomycotina; AS - Ascomycota, Saccharomycotina; AP - Ascomycota, Pezizomycotina). Green - Basidiomycota, red - Saccharomycotina, blue - Pezizomycotina.
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