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The authors wish to make the following changes to their paper [1]. In the original published
version of Figure 2 (“Confirmation of differential gene expression . . . ”), many of the photographic
panels were missing. This figure has been replaced with a complete version (Figure 1). In addition,
the position and numbering of Figures 2 and 3 have been exchanged to reflect the order in which they
are mentioned in the text, and the references to these figures have been updated in the text.

We apologize for any inconvenience caused to the readers by this change. The manuscript will be
updated and the original will remain online on the article webpage.
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Figure 1. Confirmation of differential gene expression of RAP-PCR fragments in NA6-27 grown under 
the following conditions. (A) Salinity 15, 20, and 27% NaCl (w/v) and (B) Temperature 12, 37 and 42 °C. 
Quantitative PCR was performed using gene specific primers as described by Benson et al. [2–4].  
Gel documentation photographs are aligned with data on genes for each growth condition. 
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Figure 1. Confirmation of differential gene expression of RAP-PCR fragments in NA6-27 grown under
the following conditions. (A) Salinity 15, 20, and 27% NaCl (w/v) and (B) Temperature 12, 37 and
42 ◦C. Quantitative PCR was performed using gene specific primers as described by Benson et al. [2–4].
Gel documentation photographs are aligned with data on genes for each growth condition.
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