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Table 5. 4‐way SNP combinations identified using a G‐test. 

snp1  Gen1  snp2  Gen2 snp3 Gen3 snp4  Gen4 p‐value

rs1740752  PCCA  rs4772270  NA  rs7044653  NA  rs6598991  NA  0 

rs4772270  NA  rs7044653  NA  rs1329428  CFH  rs6598991  NA  0 

 
combination:    (SNP1:rs1740752    SNP2:rs4772270  SNP3:rs7044653    SNP4:rs6598991) 

 

 

 

Figure S1. AUC curves of 4-way SNP combination 

(SNP1: rs1740752  SNP2: rs4772270 SNP3: rs7044653  SNP4: rs6598991) 

 



 
SNP combination (SNP1:rs4772270, SNP2: rs7044653, SNP3:rs1329428, SNP4:rs6598991) 

0 0.5 1

False positive rate

0

0.2

0.4

0.6

0.8

1
SNP1,AUC=0.58854

0 0.5 1

False positive rate

0

0.2

0.4

0.6

0.8

1
SNP2,AUC=0.625

0 0.5 1

False positive rate

0

0.2

0.4

0.6

0.8

1
SNP3,AUC=0.70833

0 0.5 1

False positive rate

0

0.2

0.4

0.6

0.8

1
SNP4,AUC=0.67708

 

Figure S2. AUC curves of 4-way SNP combination 

(SNP1: rs4772270,    SNP2: rs7044653,    SNP3: rs1329428,    SNP4: rs6598991) 

 


