SUPPLEMENTAL METHODS

Rationales for investigating various markers used in this study are as follows: 1) IL-6 and TNF-
a: These are pro-inflammatory cytokines that are known to be elevated after SAH induction.
They are involved in the inflammatory response in the brain [1,2]. 2) COX2: COX2 is an
enzyme that is involved in the production of prostaglandins, which can contribute to
inflammation [3]. 3) HMGBI1 and RAGE: HMGBI is a protein that can activate the RAGE
receptor, leading to inflammation and tissue damage [4]. 4) MyD88 and TLR4: These are
proteins involved in the Toll-like receptor pathway, which plays a key role in innate immune
response [5,6]. 5) NF-«kB: NF-kB is a transcription factor that is activated in response to
inflammation. It is involved in the expression of pro-inflammatory genes [7]. Overall, these
markers were chosen based on their roles in inflammatory responses after SAH based on

previous studies.
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SUPPLEMENTAL FIGURE LEGENDS

Supplemental Figure S1. Experimental design of the study.
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Supplemental Figure S2. Representative tracing images of NOR tests including training and
memory tasks before SAH induction (A) and quantification of recognition in percentages (B

and C).
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Supplemental Table S1. Sequence of all primers used for gqRT-PCR analysis.

Genes Sequences 5’ -3’
L6 Forward CCACGGCCTTCCCTACTT
Reverse TTGGGAGTGGTATCCTCTGTGA
Forward GCTGTCCCTGCGCTTCA
TNF-a
Reverse CTCGTCCCCAATGACATCCT
COX2 Forward CGAGGCCACTGATACCTATTGC
Reverse GCTGGCCTGGTACTCAGTAGGTT
Forward GCCTCGCGGAGGAAAATC
HMGBI1
Reverse AAGTTTGCACAAAGAATGCATATG
Forward TCAACATCAGGGTCACAGAAAC
RAGE
Reverse CAATGAGCAGAGCGGCTA
TLRA Forward GCCTTTCAGGGAATTAAGCTCC
Reverse AGATCAACCGATGGACGTGTAA
Forward TCATGTTCTCCATACCCTTGGT
MyD88
Reverse AAACTGCGAGTGGGGTCAG
Forward TTGATGGCAACAATCTTCAC
GAPDH

Reverse

CGTCCCGTAGACAAAATGGT




Supplemental Figure S3. Raw data of western blotting.
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