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SUPPLEMENTARY METHOD
Array-CGH

The genomic integrity of reprogrammed cells was tested by using array CGH (Human Genome
Microarray; Agilent Technologies, Waldbronn, Germany). Labeling and hybridization of genomic
DNA was performed according to the manufacturer’s protocol. Briefly, genomic test DNA was labeled
by random priming using the Agilent Genomic DNA Labeling Kit Plus. The test DNA was labeled
with Cy3-dUTP and the reference DNA with Cy5-dUTP. Female reference DNA was used for the
analysis of IBD1 iPSC (sex mismatched) and male DNA for IBD3 and IBD5 (sex matched). Labeled
products were purified by Amicon Ultra 30k filters (Millipore, Billerica, MA, USA), pooled and mixed
with human Cot-1 DNA together with 10X Blocking Agent and 2X Hybridization Buffer (Agilent
Technologies, Waldbronn, Germany). This solution was hybridized to the microarray probes and
washed according to the Agilent protocol. Microarray slides were scanned immediately using an
Agilent microarray scanner at a resolution of 2 um. Fluorescence ratios were calculated using Feature
Extraction Software and copy number states analyzed using the CGH data analysis software DNA-
Workbench (Agilent Technologies, Waldbronn, Germany).

SUPPLEMENTARY FIGURE LEGENDS

Figure S1. Characterization of genomic integrity in VEO-IBD iPSCs. Array-CGH analysis to detect
copy number variation after reprogramming in the iPSC clones (a) IBD1, (b) IBD3, and (c) IBD5. The
genomic profiles are shown. x-axis: chromosomes 1-22; X and Y; y-axis: log2 ratios (Cy5/Cy3)
representing test/reference.



Figure 52. Design of the AAVSI-targeting donor and lentiviral vector. (a) Schematic illustration of the
AAVSI-specific donor cassette for exogenous expression of codon optimized (co) IL10-RB. HLA:
homology left arm; CAG, cytomegalovirus early enhancer element and chicken beta-actin promoter;
PA, polyadenylation signal; HRA, homology right arm. (b) Schematic illustration of the lentiviral
vector design. LTR, long terminal repeat; AU3, deleted unique 3; R, repeat; U5, unique 5; SD, splice
donor; ), packaging signal; RRE, Rev response element; SA, splice acceptor; cPPT, central polypurine
tract; CBX3, minimal ubiquitous chromatin opening element; EFS, elongation factor la short
promoter; PRE, post-transcriptional regulatory element.
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