Supplementary file

Supplementary Figure S1. The expression of ADAMTS family of lung
adenocarcinoma in our cohort. The expression levels of the
aggrecanases or proteoglycanases (A), the procollagen N-propeptidases
(B), the cartilage oligometric matrix protein-cleaving enzymes (C), the
von-Willebrand Factor proteinase (D) and the Orphan enzymes (E) of in-
house cohort. ns, not significant.

Supplementary Figure S2. The expression of ADAMTS family of lung
adenocarcinoma in TCGA cohort. The expression levels of the
aggrecanases or proteoglycanases (A), the procollagen N-propeptidases
(B), the cartilage oligometric matrix protein-cleaving enzymes (C), the
von-Willebrand Factor proteinase (D) and the Orphan enzymes (E) of
TCGA cohort. ns, not significant.

Supplementary Figure S3. The predicted miRs of ADAMTSS. The
correlation of ADAMTSS and ten miRs.
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