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Figure S1. Sequence analysis of Tssk1. Multiple alignment of Tssk1 proteins from B. dorsalis and 15 other insect
species were performed using ClustalW method. Mega 5.1 software was used. Blue, orange, red and green colors
indicate 70%, 80%, 90% and 100% sequence similarity.
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Figure S2. Sequence analysis of Tektinl. Multiple alignment of Tektinl proteins from B. dorsalis and 14 other
insect species were performed using ClustalW method. Mega 5.1 software was used. Blue, orange, red and green
colors indicate 60%, 80%, 90% and 100% sequence similarity.



