MpoDDX6

65
94 I— SmRH8

75 PpDDX6
PsDDX6
OsRH12

99 —— OsRH6

% AtRH6

80
100 AtRH12

CrDDX6

99

DHH1
DjDDX6

AqDDX6
- — DDDX6
XtDDX6
MmDDX6
GgDDX6
g9 | HsDDX6
66L BtDDX6
Cgh-1
99 CgDDX6
— CtDDX6
BpDDX6
OcDDX6
MpDDX6
60 99 BmDDX6
62 —|:0 MaDDX6

100

68

100

100
99

Me31B

TcDDX6
CdDDX6
FoDDX6
CfDDX6
LmDDX6
AdDDX6

69

57 ZnDDX6

 —
0.05

Figure S2. Phylogenetic tree of DDX6 orthologs. DDX6 protein sequences from different
species were obtained from NCBI (National Center for Biotechnology Information) and

a multiple sequence alignment was performed by using Clustal W software. The phylogenetic
tree was generated by MEGA 6 by using the neighbor-joining method with 1,000 repetitions.
The protein accession numbers are shown in Table 1. The filled blue circle indicates the
DDXG6 ortholog from Microbacterium arborescen.



