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Figure S2. Alignment of the intergenic spacer region located between ND1 and tRNA Ser (UCN) from all sequenced Cetoniinae (A) and Dynastinae (C) insects. (A) indicate the con-
served hexanucleotide region (TACTAA) and (C) the pentanucleotide region (TACTA) detected in all sequenced Cetoniinae and Dynastinae insects, respectively. (B) indicate the 
C-streches and alignment of the intergenic spacer region located between trnK and trnD from all sequenced Dynastinae (B) insects.


