Supplementary Tables and Figures

Table S1. Primers used in RT-PCR, RACE or qRT-PCR.

Primer name

Primers nucleotide sequence (5’ to 3’)

Actin-F

Actin-R
PmHsc70 3°F1
PmHsc70 3’F2
PmHsc70 5°R1
PmHsc70 5°R2
PmHsc70 5°R3
PmHsp70a 3°F1
PmHsp70a 3°F2
PmHsp70a 5’R1
PmHsp70a 5’R2
PmHsp70b 3°F1
PmHsp70b 3°F2
PmHsp70b 5’R1
PmHsp70b 5’R2
PmHsp70b 5’R3

CATCTACGAGGGTTACGC
CATCTGTTGGAAGGTGGA
TAACACGACCATCCCCACCAAGCA
CCCAGACTTTCACGACCTATTCCGACA
CGGGTTGGTTGTCGGAATAGGTCG
GCCTCGTCAGGGTTGATGGACTTGTT
ACCTCCCAAGTGAGTGTCTCCAGCAGT
GCTGAGGCGTATTTGGGTAGTTCGGTC
TCTACACCAGGGTTTCTCGGGCACG
AGCGTCTATTTCAATGGTGGCTTCCGT
CAGCGTCTCTGACCGAACTACCCAAAT
CGCCGCTGTCACTTGGCATAGAAACTG
GAATGCTGGCAGAGGCTGAACGATACA
ATTCCAGCAATAACCCCAGCATCCTT
TGAAATAGGCGGGCACTGTGACGAC
GATGGTGTTGTTCGGTTGCCCTGGT

PmHsc70 ORFF  GTGATAGAAACAAACTATACGC
PmHsc70 ORF R TAATTGAGAGGATTACATCGAG
PmHsp70a ORF F AGCGAATACTAAACAAGTGG
PmHsp70a ORF R AGTACATGATCATGGATTGC
PmHsp70b ORF F CAGTGATATTGTTTATCAGAAG
PmHsp70b ORF R CATATGTTTTAACACTGCAGTC
PmActin F CAGGGAAAAGATGACCCAGA
PmActin R GCAGAGCGTAACCCTCGTAG
PmISSF AATGCCGCTTGAATATTTCG
PmiI8S R TTTCGCTGATGTTCGTCTTG
PmHsp70a F TCCGCGAGGAGTACCTAAGA
PmHsp70a R GGCTTCAGCCAACATACGAT
PmHsp70b F CGCTGTCACTTGGCATAGAA
PmHsp70b R TACAGCAGGCTGGTTGTCAG
PmHsc70 F TGCTGGAGACACTCACTTGG
PmHsc70 R TTCAATGCTAGCCTGTGTCG




Table S2. ANOVA results for the differential relative mRNA levels of PmHsc70,
PmHsp70a, and PmHsp70b in response to 0°C cryogenic chilling for different
duration in non-diapause (ND), summer diapause (SD), and winter diapause
(WD) pupae of P. melete.

Gene Source df MS F Sig.
Type of Diapause/nondiapause 89.221 61.06 0.0000
PmHsc70 Duration of chilling 2.463 1.69 0.1967
Type of diapause * Duration 3.364 2.30 0.0675

1.179  173.31 0.0000
1.940  285.09 0.0000
0.581  85.320 0.0000

Type of Diapause/nondiapause
PmHsp70a Duration of chilling

Type of diapause * Duration

AN W DN O W DN

Type of Diapause/nondiapause 0.554 51.72 0.0000
PmHsp70b Duration of chilling 1.208 112.74 0.0000
Type of diapause * Duration 0.219 20.42 0.0000

Table S3. ANOVA results for the differential relative mRNA levels of PmHsc70,
PmHsp70a, and PmHsp70b in response to different heat stress temperatures in
non-diapause (ND), summer diapause (SD), and winter diapause (WD) pupae of P
melete.

Gene Source df MS F Sig.

115701.732 427.04  0.0000
27773.736  102.51 0.0000
24349.575  89.87 0.0000
Type of Diapause/nondiapause 465025.497 147.22 0.0000

Type of Diapause/nondiapause 2
4
8
2
PmHsp70a Temperature 4  91058.6437 28.83 0.0000
8
2
4
8

PmHsc70 Temperature
Type of diapause * Temperature

110894.094 35.11 0.0000
71344.563  100.69 0.0000
25683.945  36.25 0.0000
24889.397  35.13 0.0000

Type of diapause * Temperature

Type of Diapause/nondiapause
PmHsp70b Temperature

Type of diapause * Temperature




Table S4. ANOVA results for the differential relative mRNA levels of PmHsc70,
PmHsp70a, and PmHsp70b in response to 39°C heat stress at different time
procedures in non-diapause (ND), summer diapause (SD), and winter diapause
(WD) pupae of P. melete.

Gene Source df MS F Sig.

Type of Diapause/nondiapause 2 11621189  145.18 0.0000

PmHsc70 Hours at 39 °C 4  30762.762  384.32 0.0000
Type of diapause * Hours at 39 °C 8  11545.736  144.24 0.0000

Type of Diapause/nondiapause 2 109542901  41.39 0.0000

PmHsp70a Hours at 39 °C 4 110593.749  41.79 0.0000
Type of diapause * Hours at 39 °C 8  118227.429  44.67 0.0000

Type of Diapause/nondiapause 2 31874158  46.78 0.0000

PmHsp70b Hours at 39 °C 4 28642.747 42.04 0.0000
Type of diapause * Hours at 39 °C 8 290464764  42.63 0.0000
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TGATAATTCTTTTGAAGTGATAGAAACAAACTATACGCAATGACTACTAAAACACCAGCGGTAGGTATTGACTTGGGTACCACATACTCG

MTTZ XKT?PAVGIDLGTTTYS
TGCGTGGGCGTGTTCCAGTACGGTAAGGTGGAGATCATCGCCAACGATCAGGGCAACAGGACTACACCTTCATATGTTGCCTTCACAGAC

cVvVGe6GVvVFQYGKVYETITITANDQGNRTTPSYVAFTTD
ACCGAACGTCTCATCGGAGATGCCGCCAAGAACCAGGTGGCCCTGAACCCAAACAACACCATCTTTGATGCCAAACGTCTCATCGGGCGT
TERLTIGDAAKNQVALNPNNTTIFDAIKRTLTIGHTR R
AAGTTCGAAGATGCCACAGTTCAGGCTGACATGAAACACTGGCCTTTTGAGGTAATCAGTGATGGTGGAAAACCAAAGATCAAGGTTGCA
KFEDATVYQADMEKMHWPPFEVISDGSGE K?PIEKTITZEKVA
TACAAGGGTGAAGACAAAACATTCTTCCCAGAGGAAGTCAGTTCAATGGTATTAACAAAAATGAAAGAAACAGCTGAAGTTTACCTTGGC
YXKGEDIKTFFPEEVSSMVLTI KMEKETAEVYTLG
AAAACGGTGCAGAATGCAGTAATTACAGTGCCAGCATACTTTAATGACTCCCAAAGACAGGCCACAAAAGATTCTGGTACAATCTCTGGT
KTVQNAVITVPAYFNDSQRQATTI KDSGTTISSG
CTGAACGTTCTCCGAATCATCAATGAACCAACTGCTGCTGCGATTGCATATGGTCTTGACAAGAAAGGAGGTGGAGAACGTAACGTCCTT
LNVLRTITINEPTAAATIAYGGLDTE KT KT GG GSGETRNVL
ATTTTCGATCTTGGCGGTGGTACTTTTGATGTATCCATCCTGACCATCGAGGATGGTATCTTTGAAGTGAAGTCCACTGCTGGAGACACT
I FDLGGGT FDVSILTTIEDGTITFEVEKSTAGTDT
CACTTGGGAGGTGAGGACTTTGACAACCGCATGGTCAACCACTTTGTACAGGAGTTCAAGCGGAAGTACAAAAAGGACATTTCCTCCCAC
HLGGEDFDNRMVNHEFVYQETFI KRIKYZ KZE KDTISSH
AAGAGGGCCCTGCGTAGGTTGAGGACAGCTTGTGAGCGCGCGAAGAGGACTCTTTCCTCGTCGACACAGGCTAGCATTGAAATCGACTCT
KRALRRLT RTACERAKRTLSSSTOQASTETTDS
CTGTTTGAGGGTATCGATTACTACACATCCATCACCCGGGCGCGTTTCGAAGAACTGAACGCCGACTTATTTAGATCTACCATGGAGCCT
LFEGIDYYTSTITIRARFEELNADLTFZ RSTMMESFP?P
GTAGAGAAGTCCCTCCGTGACGCCAAGATGGACAAGGCGCAAGTGCACGACATTGTCCTCGTCGGAGGTTCCACTCGTATCCCAAGAGTG
VEKSLRDAKMDIEKAQVHDTIVLVGGSTRTIPRYVY
CAGAAGCTCCTTCAAGACTTCTTCAATGGCAAGGAGTTGAACAAGTCCATCAACCCTGACGAGGCCGTAGCCTACGGAGCGGCCGTTCAG
Q KLLQDFFNGEKELNIEKT STINPDEA AYVAYGAAVQ
GCCGCCATCTTGCACGGTGATAAGTCTGAAGAAGTACAGGATCTGCTCCTGTTGGATGTGACCCCGCTGTCCCTCGGTATCGAGACTGCA
AATITLHGDI K SEEVQDLLLTLTDVTPLSILSGTITETA
GGCGGTGTCATGACCACCTTGATTAAGCGTAACACGACCATCCCCACCAAGCAAACCCAGACTTTCACGACCTATTCCGACAACCAACCC
GGVMTTLTIKRNTTTIPTIEKA QTAQTFTTYSDNA QTP
GGTGTGCTTATTCAAGTATTTGAGGGTGAGCGTGCCATGACCCGAGACAACAACCTTCTCGGTAAATTTGAGCTCACTGGTATTCCCCCA
G vVvLIQVFEGERAMT RDNNLLGI KTFETLTGTIT?PP
GCGCCCCGTGGTGTCCCACAAATCGAAGTTACTTTCGACATTGACGCCAACGGTATCCTTAACGTATCGGCTGTCGAAAAATCTACCAAC
APRGVPQTIEVTFDTIDANGITLNVSAYVYETZ KT STN
AAGGAGAACAAGATCACGATCACCAATGACAAGGGTCGTCTGTCCAAAGAAGAGATCGAGCGTATGGTCAACGACGCTGAGAAATACAGG
KENEKTITTITNDIEKGRLSI KEETIETRMYNDATET KTYR
AACGAAGATGAGAAACAGAAGGAAACCATTCAGGCTAAGAACGCGCTCGAATCTTACTGCTTCAACATGAAGTCTACCATGGAGGATGAG
NEDETZKO QEKETTIQAKNALESYCFNMEKSTMMETDE
AAGCTTAAGGACAAAATCACAGACTCCGACAAGCAAATCATTTTGGACAAATGCAACGACACCATCAAATGGTTGGACGCTAACCAGCTG
KLXDZXTITDSDI KA QTITITLDIE KT CNDTTITZ KU WLDANSA QL
GCTGACAAGGAAGAATATGAGCACAAGCAGAAGGAACTGGAGGGTGTGTGCAACCCGATTATAACCAAGCTTTACCAGGGTGCAGGTGGA
ADKEEYEHIKQKETLEGVY CNPTITITI KTLY®QGATGSG® G
GCCCCCGGAGGCATGCCCGGTGGTATGCCAGGCTTCCCTGGCGGAGCGCCTGGAGCCGGTGGAGCAGCCCCTGGTGGCGGATCCGGACCC
APGGMPGGMPGFPGGAPGAGSGAAPG GGG GSTG?P
ACCATCGAAGAGGTTGATTAAACTATTTGAATTATACATTCCACTTTTCACATTGTAAGATCTTCTCGATGTAATCCTCTCAATTAATAA
T IEZEVTD
ATGAATGCAACTGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA

Figure S1. Nucleotide and deduced amino acid sequences of PmHsc70.
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ATCAGTATTTGAAAAGACAAACAAGCGAACAGTAAAAGTGAAGTCGGTGTCAATACCAAGT TATACAAGCGAATACTAAACAAGTGGAGC
GAATACTAAACAAGTGGATCTATTTATTGAACGAGTGATAAAATAATTAAAAAAATCATCAAAATGCCAGCTATTGGAATTGATCTTGGA
M PAIGTIUDTLG
ACCACATACTCATGTGTGGGAGTGTGGCAACATGGAAACGTGGAAATCATCGCAAACGACCAAGGCAACCGAACAACACCATCATACGTT
TTYSCVGVWVWAQHGNYETITIANDOQGNTRTTZPSYYV
GCATTCACAGACACAGAGAGACTTATTGGAGATGCCGCTAAGAACCAGGTCGCTTTGAACCCGAATAACACAGTGTTCGACGCAAAGCGA
AAFTDTEZRLTIGDAAEKNGQVALNPNNTVFEDATIKTR
CTGATCGGCAGAAAATTCGACGACCCCAAGATTCAGCAAGATATGAAACACTGGCCTTTCAAGGTCATCAACGACTACGGTAAATGTAAA
LI GRKTFDDPIKTIQQDMEKHWPFZEKVINDYGKTCHK
ATTCAGGTGGAATTCAAGGGCGAAACAAAACGATTTTCTCCGGAAGAAATCAGCAGCATGGTGCTCACGAAGATGAAGGAAACTGCTGAG
I Q VEFKGETI KR RTFSPEETISSMYVYLTI KMEKTETAE
GCGTATTTGGGTAGTTCGGTCAGAGACGCTGTTATAACGGTACCAGCTTACTT CAACGACTCCCAACGCCAGGCAACCAAGGATGCGGGT
AYLGSSVERDAVITVPAYTFNDSQRQATTI KT DAGCG
GCGATCGCCGGTATCAACGTCTTAAGGATAATAAATGAACCCACCGCTGCCGCTTTGGCATATGGCCTGGACAAAAGTCTCAAAGGAGAA
AT AGINVYVLRTITINEPTAAALAYGLDIE KT STLIE KTGE
CGTAACGTCTTGATTTTTGATCTCGGAGGCGGTACCTTTGATGTATCCATCCTAACTATCGACGAGGGATCATTGTTTGAAGTTAAAGCT
RNVLIFDLGGGTEFDVSILTTIDEGSTLTFEVZKA
ACTGCCGGCGATACGCATCTCGGTGGTGAGGACTTTGACAACAGACTAGTCAACCACCTGGCTGATGAATTCTTCCGAAAGTACAAGAAG
T AGGDTHLGGEDTFDNRLVNHLADETFTFRIEKTYZXKK
GACATAAGGAATAATGCTCGCGCTCTGCGTCGACTACGAACCGCTGCTGAAAGAGCTAAACGGACCTTATCATCGAGCACGGAAGCCACC
DIRNNARALRRLRTAAERAKRTLSSSTEA AT
ATTGAAATAGACGCTCTCTACGAAGGAATGGACTTCTACACCAGGGTCTCTCGGGCACGGTTTGAGGAATTAAACTCGGATTTGTTCCGC
I EITDALYEGMDT FYTZRVYVSRARTFEELNSDTLTFR
GGTACTCTGGAACCAGTCGAGAAGGCCCTTAAGGATGCTAAGCTTGACAAGAGTTCTATTCACGATGTAGTGTTGGTTGGCGGTTCTACT
G TLEPVEZ KALZ KDAKTLDI KT S STIHDVYVLVYVGGST
CGTATTCCAAAAATTCAGAGCATGCTGCAAAACTTCTTCTGTGGTAAGAAATTAAACCTCTCCATCAACCCCGATGAAGCAGTTGCCTAT
RIPEKIQSMLAQNTFTFTCGEKI KTLNLSTINEPDEAVAY
GGCGCTGCGGTTCAAGCAGCT ATCTTAAGTGGGGAACAGCACAGTAAAATCCAGGATGTACTGCTAGTAGACGTTGCTCCATTGTCATTG
G AAVQAAILSGEAQHS ST KTIAQDVLLYVYDVAPLTSTL
GGTATTGAGACTGCAGGAGGAGTAATGACGAAGATCATTGAGCGGAATGCGAAGATTCCATGCAGACAGTCACAAACCTTCACCACATAC
G I ETAGGVYVMTIEKTITIETRNAKTIPCRQSQTTFTTY
TCGGACAACCAACCGGCCGTTACGATCCAGGTGTATGAGGGTGAACGAGCAAT GACTAAAGACAACAACCTGCTCGGGCGATTTGATCTT
S DNQPAVTIAQVYEGERAMTIEKDNNLILSGTR RTFTIDTL
ACTGGAATACCACCAGCT CCGCGAGGAGTACCTAAGATAGACGTCACCTTCGATTTAGATGCCAATGGAATCTTAAACGTATCCGCAAAA
T 66IPPAPRGVPEKTIDVYTTFDLDANGTITLNVSATK
GAAAACAGTACTGGCCTAAGCAAGAACATCGTGATCAAGAATGATAAGGGCCGTCTTTCGCAAGCTGAGATCGATCGTATGTTGGCTGAA
ENSTGLSKNTIVIEKNDIE KG GRTLSQAETIDTRMLATE
GCCGAAAGGTACAAAGAAGAAGACAACCGCCAAAGAGAAAGAGTAGCATCTCGCAATCAACTAGAATCCTACATCTTTAGTGTGAAACAG
AERYKEEDNRQRERVYASRNQ@LESYTITFSVIEKAQ
GCTTTGGACGATGCTGGTGAAAAACTCAGTCAAGAAGAAAAGAACAGTGCTCGAAATGCGTGTGATGAAGCTCTCAAATGGTTCGAAAAC
A LDDAGEZ KTLSU QETEI KNS SARNACDEA ALZE KWTFTEN
AATACCTTAGCGGAAAAAGAAGAATATGAACACCAGCTTAAGGAATTACAAAGGACTTGCTCTCCAATAATTAGCAAGATGCACGGAGCT
NTLAEIKEEYEHAO QLI KETLU QRTZ CS®PTITISIEKMHEGA
GGTTCCAGTAACCCAGGTGGCTTCCAGCCCGGACAAGGATTCCAACAAGGGCAAGGATTCCAGCAAGGACCAAGTTTTCAACCAGGACAA
GSSNPGGFQPGQGFQQGAQG6GFQQGPSFQPGQ
GGCTACCAACAATACAGCAACCAAGGTCCCACAGTAGAGGAAGTAGATTAAAATGACATAAAATCCAATTAAATCTAGTACAACTTTGTA
G YQQYSNQQGPTVETEVTD
AATAGTATTGTTAAGTTTCTGACTGATTAGTTCTTAAATATTTATTATTAGCAATCCATGATCATGTACTGCAATCCATGATCATGTACT
GCTTAATCTTAGAATAAATTAAGTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA

Figure S2. Nucleotide and deduced amino acid sequences of PmHsp70a.
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AGACTAATTCGAAATACGAGAGAGTGAACAAGTGATATTCAGTGAGAATCGAGGCATATTATACTATCTTGCGAATATTTTCCTGTGAAG
TTTGTTGAAGTATTATATATTCAGTGATATTGT TTATCAGAAGACACAATGCCAGCTATTGGAATTGATCTTGGTACAACCTACTCTTGC
MPAIGIDLTGTTYSSC
GTTGGTGTTTGGCAACATGGAAATGTGGAGATCATCGCAAATGACCAGGGCAACCGAACAACACCATCGTACGTCGCATTTACGGACACG
vV¢VWAQHGNYETITIANDQGNRTTPSYVAFTDT
GAGCGTCTGATCGGCCATGCTGCTAAGAACCAAGTAGCTTTAAACCCTAGCAACACAGTGT TCGATGCGAAAAGGCTGATCGGCCGTAAA
ERLIGDAAKNQVALNPSNTVFDAKRLTITGTR REK
TTCGACGATCCCAAAATTCAACAGGACATGAAACATTGGCCTTTTAAAGT TATCAATGACTGCGGTAAGCCTAAGATCCAGGTTGAATTC
FDDPIEKTIOQQDMEKHW¥WPPFIKVINDT CGE KTPZEKTI® QVETF
AAAGGCGAAACAAAACGATTTGCCCCAGAAGAAGTCAGCAGCATGGTTTTGGTGAAAATGAAGGAGACAGCTGAGGCCTACCTTGGATCA
KG¢GETZEKRTPFAPEEVSSMVYVLVYKMEKEETAEAYTLGS
TCAGTGCGAGATGCCGTCGTCACAGTGCCCGCCTATTTCAATGATTCACAGCGTCAGGCGACCAAGGATGCTGGGGTTATTGCTGGAATA
S VRDAYVTVPAYT FNDS SQRQATIEKTDAGVTIAGI
AATGTTTTACGTATCATAAACGAGCCCACTGCCGCTGCTCTGGCATATGGCCTAGACAAAAATCTAAAGGGCGAACGCAATGTCCTTATT
NVLRITINEPTAAALAYGLDIEKNLI KTGETRNUVTLI
TTCGATCTTGGTGGCGGCACATTTGACGTTTCCATTTTGACGATCGACGAGGGTTCGCTTTTTGAAGTGAAGGCCACGGCCGGAGACACA
FDLGGGT FDVSILTTIDETGSTLTFEVEKATAGDT
CACCTTGGAGGTGAAGACTTTGACAACAGGCTCGTTAACCACCTAGCGGAGGAGTTCCAACGAAAATACAAGAAAGATTTGCGCACGAAC
HLGGEDFDNRLVNHLAEETFAG QRIEKYZE KZ KTDTLTRTN
CCACGCGCATTGCGACGCCTCCGCACCGCCGCAGAGCGGGCCAAGCGCACTTTATCATCTAGCACCGAGGCCACGGTTGAAATCGACGCG
PRALZRRLIRTAAERAKERTLSSSTEH ATVETITDA
CTATACGAAGGTATTGATTTCTACACTCGCGTATCTCGGGCTCGGTTCGAAGAATTAAACGCTGATCTATTCCGGGGCACCCTCGAACCA
LYEGIDTFYTRVSRARTPFEZELNADLTFRGTTULTEF?P
GTGGAAAAAGCATTGAAAGATGCTAAGATGGATAAGAGCCAAATACATGACGTGGTTCTCCTCGGAGGGTCCACTCGTATTCCTAAGGTA
VEKALI KDAKMDIEKS@QIHDV VLY GGSTRTIPIEKTVY
CAATCCCTGCTACAAAACTTCTTCTGTGGTAAGAAACTTAACCTTTCCATCAACCCCGACGAGGCTGTAGCATATGGAGCGGCGGTCCAG
Q SLLQNFFCGEKT XKXTLNLZSTINPIDEAVAYGAAVQ
GCAGCTATTTTGAGCGGCGAAACTCACTCTAAGATCCAGGATGTGTTATTGGTAGATGTAGCGCCGCTGTCACTTGGCATAGAAACTGCT
AAILSGETHSI KTIAQDVLLVDVAPLTGSILGTITETA
GGAGGAGTCATGACCAAGATAATTGAACGTAACTGCAAAATCCCGTGCAAGCAATCGCAGACATTCACCACCTATTCTGACAACCAGCCT
GGGVMTIEKTITITERNTCIEKTIPCIKQQSQTFTTYSDNAQT?P
GCTGTAACTATCCAAGTGTATGAAGGTGAACGAGCAATGACAAAAGATAACAATCTCCTTGGTACTTTCGATCTGACAGGCATACCACCT
AV TIQVYEGERAMTI KDNNLLGTF FDLTGTITPTP
GCACCGCGGGGCGTGCCTAAAATCGACGTCACATTCGACATGGACGCCAACGGTATTCTTAATGTCTCGGCAAAGGAAAACAGTACTGGT
APRGVPEKIDVYTTFDMDANGITLNYSAKENSTS®EG
CGTAGTAAAAATATCGTGATAAAGAATGATAAGGGACGTTTGTCACAGGCTGAGATTGACAGAATGCTGGCAGAGGCTGAACGATACAAG
RSKNTIVYIKNDEKGRLSQAETIDRMLAEAET RYK
GAAGAGGATGATAAGCAGAGGGAGAGGGTGGCCGCTCGTAACCAACTGGAGACATATGTCT TCAGCGTGCGACAGGCGCTAGATGATGCC
EEDDIEKOQRERYVYAARNQLETYVFSVRQALTUDTDA
GGAGCGAAGTTACCAGACCAAGACAAAGATTCTGCACGATCACAATGCGACGAAGCGATAAAGTGGT TAGAGAACAACACTTTGGCCGAG
GAKLPDAO QDI KD SARSO QCDEATIZ KUWLENNTTLATE
AAGGAGGAATACGAGCATAAGTTGAAGGAGCTCCAGAGAGTTTGCTCACCCATTATGAGTAAGCTGCATGGTGCTGGTGGTGCCGCCCCT
KEEYEHKLI KELG QRYCSPIMSI KLU HGAGSGAATP
GGAGGCCAATCAAATGGACCCACCGTAGAGGAAGTGGATTAAACCTAGTATTAAGAACTAATAGTTATAATTATTTTTTAAGACTGATTA
GGQ SNGPTVEEVWVD
ATTTATTTGACTGCAGTGTTAAAACATATGTTTTAATAAACATTATTTAATTTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA

Figure S3. Nucleotide and deduced amino acid sequences of PmHsp70b.



PmHSC70 UMK KINPAVGIDLGTTYSCVGVFQOMGKVEI TANDQGNRTTPSYVAFTDTERLIGDAAKNQVALN
XP 022130638.1 MTTKTPAVGIDLGTTYSCVGVFQYGKVEIIANDQGNRTTPS AFTDTERLIGDAAKNQ
XP 041970467.1 GKVEITIANDQGNRTTPSYVAFTDTERLIGDAAKN
XP 026489199.1 GKVEIIANDQGNRTTPSYVAFTDTERLIGDAAKNQVAMM
XP 028170304.1
PmHSC70
XP 022130638.1
XP 041970467.1
XP 026489199.1
Xp 028170304.1
TAE YLGKTVQNAVITVPAYFNDSQRQATKD GTISGLNG6LRIINEPTAAATIAYGLDKKGgGE
PmHSC70 LRRLRTACERAKRTLSSSTQASIEIDSLFEGIDYYTSITRARFEELNADLFRSTMEPVEKSLR
XP 022130638.1 LRRLRTACERAKRTLSSSTQASIEIDSLFEGIDYYTSITRARFEELNADLFRSTMEPVEKSLR
XP 041970467.1 LRRLRTACERAKRTLSSSTQASIEIDSLFEGIDFYTSITRARFEELNADLFRSTMEPVEKSLR
XP 026489199.1 LRRLRTACERAKRTLSSSTQASIEIDSLFEGIDFYTSITRARFEELNADLFRSTMEPVEKSLR
Xp 028170304.1 LRRLRTACERAKRTLSSSTQASIEIDSLYEGIDFYTSITRARFEELNADLFRSTMEPVEKSLR
LRRLRTACERAKRTLSSSTQASIEIDSLSEGIDSYTSITRARFEELNADLFRSTMEPVEKSLR
PmHSC70 DLLLLDVTPLSLGIETAGGVMTTLIKRNTTIPTKQTQTEFTTYSDNQPGVLIQVFEGERAMTR
XP 022130638.1 DLLLLDVTPLSLGIETAGGVMTTLIKRNTTIPTKQTQTEFTTYSDNQPGVLIQVFEGERAMTRD
XP 041970467.1 DLLLLDVTPLSLGIETAGGVMTTLIKRNTTIPTKQTQTFTTYSDNQPGVLIQVFEGERAMTK
XP 026489199.1 DLLLLDVTPLSLGIETAGGVMTTLIKRNTTIPTKQTQTFTTYSDNQPGVLIQVFEGERAMTK
XP 028170304.1 DLLLLDVTPLSLGIETAGGVMTTLIKRNTTIPTKQTQTEFTTYSDNQPGVLIQVFEGERAMTK
DLLLLDVTPLSLGIETAGGVMTTLIKRNTTIPTKQTQTFTTYSDNQPGVLIQVFEGERAMT 4D
PmHSC70 INIPAEKYRNEDEKQKETIQAKNALESYCFNMKSTMEDEKLKDKITDSDKOEMILDKCNDTIKWL
XP 022130638.1 NIBAEKYRNEDEKQKETIQAKNALESYCFNMKSTMEDEKLKDKITDSDKOMI LDKCNDTIKWLD
XP 041970467.1 NEAEKYRNEDEKQKETIQAKNELESYCFNMKSTMEDEKLKDKISDSDKQTILDKCNDTIKWL
XP 026489199.1 NIFAEKYRNEDEKQKETIQAKNALESYCFNMKSTMEDEKLKDKITDSDKQUI LDKCNDTIKWLD
Xp 028170304.1 NIZAEKYRNE DEKQKETIQAKNALESYCFNMKSTME DEWLKDK I TDEDKQUT LDKCNDT I KWL
N AEKYRNEDeKQKETIQAKNaLESYCEFNMKSTMEDekLKDKI3DsDKQ ILDKCNDTIKWLD
PmHSC70
XP 022130638.1
XP 041970467.1
XP 026489199.1
Xp 028170304.1

Figure S4. Sequence alignment of PmHSC70 with HSP70 proteins of Pieris rapae
(XP 022130638.1), Aricia agestis (XP _041970467.1), Vanessa tameamea
(XP_026489199.1) and Ostrinia furnacalis (XP_028170304.1).
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(KAG8115787.1), and Melitaea cinxia (XP_045456590.1) .

MPATIGIDLGTTYSCVGVWQHGNVEI TANDQGNRTTPSYVAFTDTERLIGDAAKNQVALNPNNT]
MPAIGIDLGTTYSCVGVWQHGNVEITANDQGNRTTPSYVAFTDTERLIGDAAKNQVALNPNNT]
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Figure S5. Sequence alignment of PmHSP70a with HSP70 proteins of Pieris rapae
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Figure S6. Sequence alignment of PmHSP70b with HSP70 proteins of Pieris rapae
(QWV59542.1),
(XP _045456601.1), and Pararge aegeria (XP_039760955.1).
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