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Speices Sample ID Topology 
Accession 

Number 
Reference 

Endochironomus albipennis XL1630 Linear OP950227 This study 

Endochironomus pekanus XL2023 Circle OP950219 This study 

Endochironomus tendens XL1631 Linear OP950228 This study 

Phaenopsectra flavipes LGS279 Circle OP950216 This study 

Polypedilum heberti XL821 Linear OP950225 This study 

Polypedilum sp.1 NAM06 Circle OP950217 This study 

Polypedilum nubifer / Circle MZ747090 [1] 

Polypedilum vanderplanki  / Circle KT251040 [2] 

Polypedilum yongsanensis HHLY216 Linear OP950222 This study 

Polypedilum unifascium / Circle MW677959 [3] 

Polypedilum masudai XL2759 Linear OK513041 This study 

Sergentia baueri XL2656 Circle OP950220 This study 

Stictochironomus akizukii XL1229 Circle OP950218 This study 

Stictochironomus juncaii XL1582 Linear OP950226 This study 

Stictochironomus rosenschoeldi XL552 Linear OP950224 This study 

Synendotendipes impar ITA1 Linear OP950223 This study 

Synendotendipes sp.1 XL3845 Circle OP950221 This study 

Stenochironomus baishanzuensis NLCH802 Linear OL742441 [4] 

Stenochironomus okialbus ZJ761 Circle OL753645 [4] 

https://doi.org/10.3390/insects13020115


 

Figure S1. Start codons of protein-coding genes among Polypedilum generic complex 

mitogenomes 

 

 

Figure S2. ML phylogenetic tree of Polypedilum generic complex based on the analysis 

cds_faa with Partition model in IQTREE. Support values on nodes indicate SH-

aLRT/UFBoot2, respectively. 

 



 

Figure S3. ML phylogenomic tree of Polypedilum generic complex based on the analysis 

cds_fna with Partition model in IQTREE. Support values on nodes indicate SH-

aLRT/UFBoot2, respectively 

 

Figure S4. ML phylogenomic tree of Polypedilum generic complex based on the analysis 

cds_rrna with Partition model in IQTREE. Support values on nodes indicate SH-

aLRT/UFBoot2, respectively 



 

Figure S5. ML phylogenomic tree of Polypedilum generic complex based on the analysis 

cds12_fna with Partition model in IQTREE. Support values on nodes indicate SH-

aLRT/UFBoot2, respectively 

 

Figure S6. ML phylogenomic tree of Polypedilum generic complex based on the analysis 

cds12_rrna with Partition model in IQTREE. Support values on nodes indicate SH-

aLRT/UFBoot2, respectively 

 



 

Figure S7. BI phylogenomic tree of Polypedilum generic complex based on the analysis 

cds_fna with GTR+CAT model in phylobayes. Support values on nodes indicate Bayesian 

posterior probabilities. 

 

 

Figure S8. BI phylogenomic tree of Polypedilum generic complex based on the analysis 

cds12_fna with GTR+CAT model in phylobayes. Support values on nodes indicate 

Bayesian posterior probabilities. 



 

 

Figure S9. BI phylogenomic tree of Polypedilum generic complex based on the analysis 

cds12_rrna with GTR+CAT model in phylobayes. Support values on nodes indicate 

Bayesian posterior probabilities. 

 

 


