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Supplemental Figure 2. Alignment of loop 3 flanking regions of porB paralogs found in panel. Loop 3 is boxed (blue)

with resistance associated penB mutants in N. gonorrhoeae strain MO00014-1 colored in red. Transmembrane domains

are shaded in grey. Strain number with species; N. gonorrhoeae (Ng), N. meningitidis (Nm), N. oralis (No), N. mucosa

(Nmu) and N. subflava (Ns) and number of amino acids of porB.



