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1. Fequis1

2. Fequis2

3. GQ505683.1 (Fusarium equiseti Strain NRRL20697)
4. KC311517.1 (Fusarium equiseti Isolate SC1104_10) I
5. KR364597.1 (Fusarium equiseti Strain FEIF11) 1
6.15479419.1 (Fusarium equiseti Strain Indo175) I
7.MG274305.1 (Fusarium equiseti Isolate 05005)
8. MH578585.1 (Fusarium equiseti strain G388) I
9. MHB62468.1 (Fusarium equiseti Strain CBS 307.94)
10. MN396528.1 (Fusarium equiseti Strain FMB0193)
11. NR_121457.1 (Fusarium equiseti Strain NRRL26419)
12, OM967390.1 (Fusarium equiseti Isolate 25AB17MPL)
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1. Fequis1 [ T T T T = T T
2. Fequis2 [ T T T I I T T
3. GQ505511.1 (Fusarium equiseti Strain NRRL26419) [ -1 ]
4. GQ505574.1 (Fusarium equiseti Strain NRRL43636) [ I ]
5.]Q423934.1 (Fusarium equiseti Strain 286-09) [ I I I 1 1 I I I
6. LN901595.1 (Fusarium equiseti Strain ITEM 7633) [ I I 1 T 1 =3 T T
7.MN170332.1 (Fusarium equiseti Strain CB5185.34)
8. MN170333.1 (Fusarium equiseti Strain CB5414.86)
9. MN170334.1 (Fusarium equiseti Strain CBS119663)
10. MN170335.1 (Fusarium equiseti Strain CPC35123)
11. MN170336.1 (Fusarium equiseti Strain CPC35134)
12. MN170337.1 (Fusarium equiseti Strain CPC35220)
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1. Fequis1 I
2. Fequis2 T
3. AB820713.1 (Fusarium equiseti Strain CB5448.84) I
4,]X241676.1 (Fusarium equiseti Strain GL09304) T I
5. KJ396338.1 (Fusarium equiseti Strain MP35) I
6. KP674236.1 (Fusarium equiseti Isolate Z331) T T ] T
7. LC648249.1 (Fusarium equiseti Isolate 16-126) T T 1

I

I

T

T

I

8. MH521296.1 (Fusarium equiseti Strain UP-PAQ02) I I ]
9. MK373039.1 (Fusarium equiseti Isolate 74-D1)

10. MN125494.1 (Fusarium equiseti Isolate SWM-B)
11. MN128582.1 (Fusarium equiseti Strain yl-1) I 1] I
12, MZ547046.1 (Fusarium equiseti Isolate HHAUF210507)
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1. Fequis1

2. Fequis2

3, KJ413063.1 (Fusarium equiseti Strain Salicorn 8)

4. MF072591.1 (Fusarium equiseti Strain 086)

5. MZ496591.1 (Fusarium equiseti Strain F.equ.ARF-2)
6. ON026109.1 (F. equiseti Isolate FAP2Fd)
7.0N026134.1 (Fusarium equiseti Isolate F3P3Lf) T
8. 0N312929.1 (Fusarium equiseti Isolate F2P5SFL)
9. ON876498.1 (Fusarium equiseti Isolate T12)
10. ON876499.1 (F. equiseti Isolate T13)

11. ON876500.1 (Fusarium equiseti Isolate T14)

Figure S1. Partial sequence alignments of the A) ITS-rDNA, and B) CAM, C) Bt, and D) SSU genes from the F. equiseti
isolates used in this study (Fequisl and Fequis2) and the relevant best hit BLAST F. equiseti sequences from the NCBI
database.



