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A: pGEX-6p-GST
B: pGEX-6p-Integrase
C: pGEX-6p-Repressor

D: pGEX-6p-Anti-repressor

Figure S1: Western blot of protein expression. A: E. coli YOI carrying GST tag overexpression

plasmid was induced by IPTG (negative control); B: E. coli YOl carrying integrase

overexpression plasmid was induced by IPTG; C: E. coli YO1 carrying repressor overexpression

plasmid was induced by IPTG; D: E. coli YO1 carrying anti-repressor overexpression plasmid

was induced by IPTG.
Table S1. Primers used in this study
Primers Sequence Tm Size Target
(O (bp) gene/ORF
fliCF ATGGCACAAGTCATTAATACCCA 54 1497 fliC in E. coli
AC YO1
fliCR CTAACCCTGCAGCAGAGACA 53
KI1F CATCCAGACGATAAGCATGAGC 55 250 kpsM in E. coli
A YO1
KIR GCGCATTTGCTGATACTGTTG 52
aatAF CTGGCGAAAGACTGTATCAT 50 630 aatA in EAEC
aatAR CAATGTATAGAAATCCGCTGTT 50
aggRF CTAATTGTACAATCGATGTA 45 308 aggR in EAEC
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12R AATTCCAGCCATCACCAGGG 58 ORF10
endolysin  in
phage
vB_EcoP_ZX5
13F GGCATAGCAATTCGCGTTGT 56 198 ORF9 holin in
phage
13R AATAACCGCAGCCAGCATGA 56 vB_EcoP_ZX5
Table S2: Open reading frames (ORFs) of phage vB_EcoP_ZX5
Length  Start
ORF  Start Stop  Strand Function
(bp) codon
ORF1 133 2 - 132 ATG hypothetical protein
ORF2 658 155 - 504 ATG hypothetical protein
OREF3 956 630 - 327 ATG hypothetical protein
ORF4 1773 1078 - 696 ATG anti-repressor
ORF5 1892 1779 - 114 GTG ash family protein
ORF6 2346 2089 - 258 ATG hypothetical protein
tail fiber domain-containing
ORF7 2542 5661 + 3120 ATG _
protein
ORF8 5968 6372 + 405 ATG membrane protein
ORF9 6359 6667 + 309 ATG phage holin family protein
ORF10 6657 7286 + 630 ATG endolysin
DUF2514 domain-containing
ORF11 7283 7765 + 483 ATG ,
protein
ORF12 8083 9333 + 1251 GTG site-specific integrase
ORF13 9531 9337 - 195 ATG hypothetical protein
Adenine DNA
ORF14 10178 9528 - 651 ATG
methyltransferase
ORF15 10470 10171 - 300 GTG  perC transcriptional activator
ORF16 10583 10467 - 117 ATG hypothetical protein
AlpA family ph
ORF17 10828 10580 - 249  ATG pa lamTly phage
regulatory protein
ORF18 11759 10878 - 882 ATG recombinase RecT
exodeoxyribonuclease
ORF19 12577 11756 - 822 ATG

VIII/RecE-like protein
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