Supplementary Table S1. STARLet's mean Ct values obtained by testing serial dilutions of 10 SARS-CoV-2 genomic variants

virus concentration [PFU/mL]

genomic variant 1 x 104 1 x10% 1 x102 1 x 10! 1 x10° 1 x 10!

target E S/RdRp N E S/RdRp N E S/RdRp N E S/RdRp N E S/RdRp N E S/RdRp N
B.1 (D614G) 14.7 13.3 12.5 16.9 16.7 17.0 20.8 20.6 20.8 24.2 243 244 27.9 28.0 28.0 30.7 31.5 314
B.1.258.17 16.4 159 16.1 19.7 194 193 23.7 23.7 234 26.8 26.9 25.9 29.7 30.1 29.0 34.0 343 34.1
A27 15.3 144 15.3 18.3 17.5 18.4 229 22.6 23.0 25.9 25.5 25.6 29.9 29.8 29.7 32.6 32.7 32.7
Alpha 15.5 15.5 15.7 19.2 19.0 194 223 23.1 22,5 26.7 27.0 26.4 29.2 30.4 29.2 33.0 343 33.2
Beta 15.0 14.2 18.9 18.8 18.0 22.6 21.8 21.3 25.8 26.2 25.8 30.0 28.9 28.6 32.8 32.7 32.9 37.7
Gamma 15.5 13.9 134 18.5 17.9 18.2 22.0 21.6 21.8 25.2 25.2 25.3 28.7 28.2 28.5 34.0 34.2 33.8
Delta 134 129 11.3 159 16.1 16.0 195 20.7 19.7 23.5 244 23.2 26.5 27.5 26.6 29.4 30.9 29.9
Eta 159 154 18.8 19.0 18.8 21.9 23.6 23.5 26.4 26.8 26.8 29.8 30.2 30.8 33.1 33.0 324 35.3
Iota 15.8 15.0 19.7 19.6 18.6 234 23.2 223 26.9 26.8 26.2 30.6 28.7 28.9 33.0 33.5 33.4 37.9
Omicron 15.5 14.9 14.6 19.1 18.9 18.1 22.8 23.0 21.7 25.9 26.3 24.9 28.9 29.5 27.9 31.3 31.8 30.6
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Supplementary Figure S1. Assessment of systemic error, robustness of the systems used, and pipetting accuracy.
(a) The boxplot of each variant shows the distribution and respective means of the Ct values across entire range
of dilutions in order to assess the level of systemic error present in the study. It is shown, that the ordering of
systems, seen in Figure 1 does not change at any dilution point, indicating correct sample processing and
pipetting. In other words, the level of dilution does not affect the ordering of mean Ct values across systems; (b)
Further investigation of this property reveals almost constant range of mean Ct values across all systems; (c)
Absolute Ct values of each range reveal only slight variation (it drops from 3.5 at the lowest dilution point to 3.0
at the highest dilution point). This characteristic is indicative of the robustness of the systems used and accurate

pipetting across all dilutions.



