Supplementary Material for

Effects of EGFR Inhibitor on Helicobacter pylori Induced
Gastric Epithelial Pathology in Vivo

Figure S1. Sequence alignment of Mongolian gerbil Adamli7, Egfr and Hb-egf. (A)
Alignment of 213 bp portion Adaml7 cDNA sequence for the Mongolian gerbil, mouse,
rat, Chinese hamster and human. Those nucleotides in other species which are similar to
those in the Mongolian gerbil are typed in stars, while those different are typed in letters.
The degree of nucleotide identity observed between Mongolian gerbil and other species
were 95% for mouse (Accession No. 9945314), 95% for rat (Accession No. 9945329), 95%
for Chinese hamster (Accession No. AF380348) and 94% for human (Accession No.
14722411); (B) Alignment of 216 bp portion Egfr cDNA sequence for the Mongolian
gerbil, mouse, rat, Chinese hamster and human. Those nucleotides in other species which
are similar to those in the Mongolian gerbil are typed in stars, while those different are
typed in letters. The degree of nucleotide identity observed between Mongolian gerbil and
other species was 92% for mouse (Accession No. AF275367), 91% for rat (Accession No.
M37394), and 80% for human (Accession No. X00588); (C) Alignment of 200 bp portion
(Hb-egf) cDNA sequence for the Mongolian gerbil, mouse, rat, Chinese hamster and
human. Those nucleotides in other species which are similar to those in the Mongolian
gerbil are typed in stars, while those different are typed in letters. The degree of nucleotide
identity observed between Mongolian gerbil and other species was 93% for mouse
(Accession No. 6754177), 93% for rat (Accession No. L05489), 90% for Chinese hamster
(Accession No. AF069753) and 79% for human (Accession No. M60278). Nucleotides
identical to those in the Mongolian gerbil are indicated by *; Numbers in the right hand
column are the nucleotide position assigned in each of the respective database entries.
Primer sites for qPCR in bold.
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A, Adaml¥ seqgquence

CGTACGTCGATGCAGAGCAARRGARCTTATTTTTGAGGAAGGLAAGCCC 50 Gerbil

FHEHFAFTFHFAFTEAETTAAATASTFTASAANSSAAGIAAAFANSRASSSAAXF%%%%D 185587 Mouse
FTHFFFFFFFFTFEAFTAFIEAFTFTFLNEFTFAFEIFTEFFTXAEFTTIFTEXRSFAILAFTFFANETTS 2128 Rat
CEEFTEFAFTALTIFTATAATTEATTIANATSIFATTAAANNESNXNNTANRNNNTRTNNY 15872 C.ham=ster

FOFFTHFFFFETFEFTAFTEAFTFTTLEFTFAFEISTEFFTFAEFTTIFIEXRSFTNTLFAF4%+%FY 2051 Human

TGTACAGTAGGGTTTTGTGATATGALTGGAAAATGTGLARRACGAGTACA 100 Gerhil
EEEE TR R EEEERX S A CHAFTCHTRXXFRRCFEELAXXFGHATELLRLLTS 1037 Mouse

FREFFFFRFTFFTAFAFTFNFTFNFFTACHEFTFAFFTFTEFRCHATFTFFFFRSAGHNINFFGHNEFFTS 2175 Rat
FHEFFFTXXXRLEETTNLALATNFTFTFACHFINNICHACHAFIFAFINTRLEETNSLATRSTTHEY 1922 C, hamster

FREFFRFRFFFQFAFFAFFFFTFACHEFTFAFFTFTFFCHATFRFNFIFFRAGHNEFNFFFNEFF% 2101 Human

GEATGTAATTGAGCGATTTTGGGATTTCATTGACCAGCTGAGCATCARCA 150 Gerbil
EERCEEREEEEEERX T AR LTLLLAXALSARALTLLLAXLSRXALLLLXLL+F 1087 Mouse

FRECHERFRFTFAFTATFAGAAFTANTAAASAAEFAFTATATAFITAFANIANSRRANSRSTS 2223 Rat
FEEFFXEFFTFETFEAFTAFIEAFT AL FTFAXEIFTEFFTFAEFTIFEXRSFATAFXFTAE%F% 1972 C . hamster

FHEHFAFTFHFAFTETTJAATAFTFTFAAAAANSSAANASTASAAFANORSNSSSNAATHAHFTY 2151 Humman

CTTTCGGARAGTTTITGGC AGACAACATCGTTGGGTCTGTTCTGGTTTTC 200 Gerhbil
EEEETEEGE AR R AR E A AR L XA TR R AR XA AR AT AR A XA A TR HHH%% 2037 Mouse

FEFATEFAGIETTIANCATIFATTAATLNTTAANTASATNAANENSTNNNTNNNTY 22753 Rat
FEEFTHFGFFTFTEAFTAFIEAFT TN FTFAXISTEFFFAQFFIFERCHRFCAFFFAEFFTSY 2022 C.hamster

FEFATEAAAFTEATTIANATJFAFTTAATINTSTNNTASNTNNRNNNCHNTNTNNTTY 2201 Hurnan

TCCTTGATLTTTT 213 Gerhil
FTEEREEEETHEE T 2050 Mouse
FTEEEEEERELETE 2286 Rat
TEEHEEEE AT 2035 C.hamster
FTEEEETEERELETE 2014 Human

B. Egfr segquence

TGGECTGGECTATGTGC TCATTGCCC TCAACAC TG TGGAGAGGATCCCTCTGGAGAACCTSC 60 Gerbil

FHEFFCHFHFFFTETTNCHAAAFTFTTAAASNSSAANSTACHATIAAASESQASNSANATHENAANSSANSSY 553/ Mouse
e o i o o e e e T i e e o o = P

FEFFATTATHEEATTINCATTIFTTTAANINTSTNANTTQIAFTNNANCANLAFATHEAFITHESTATATETTTTT 499 Human

AAATCATC AGGHEARATGCTCTGTACGAARACACC TATGCCTTAGCCGTCCTGTCCALCT 120 Gerbil
AR R R R A R R A A A A A A A TH A TH A A A AR A AR AR AR R AR AR TR wx %% %% 505 Mouse

AT ATETTNNATITTTAACATTTANTASATNAACEATTINNNTANRTTTTNESTNNTT B2 Rat

FGEFFRF R TSR FFFFFTFATGTACFFTFFTFFFTATTHFFAFFFTFFTFFNFNFTFQFFANTHALFFTHFF% 559 Hiuman

BCGEGGCAMAC AGALC TGEGCTCAGGGAAC TGCCTATGCGGAACTTACAGGARATCCTGA 150 Gerbil
ETHE AT AR R TS T TR XL AR TSTHRX S AR T ALELCOHNXLEFAL LS LEXXLERXLLSLH%TT 556 Mouse

FTHFFRAFCHFFFFAAFFFAFAFTFTAFATHNIFTFAFTFTAEFRFCFFAFFTFXAFNFANFTFNFFFTNFFTFFSITHSFS S 556 Rat

ETH A TEE RS TE AR X TR T LT FGRAFTEGA AT ESCRAFAFLNFTHERFTXLEFTXL T 45540 510 Huwan

CCEGTECTGTGCGGTTCAGCARACARACCCCATCCTCT 216 Gerbil

TTHFHFFAFFAFTTFQAFTHFFAFAFTEIFTFNNSTSIFNTTNANSYS 592 Mouse
THFEFFFEFFTFEFLQFAFITHEFFAIEFTFFLITEFFTFETSTTE 22 Rat

ATHFFCHFFCHFFFFTFFTAFTFFFASTESTNANTANFTESHTANYY 547 Human
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Figure S1. Cont.
C. Hb-egf seifuence

GTGTTGTC TG T TG TGACC GG TFAGAGTCTGGAGC GHC TTCGRAGAG G
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