Figure S1. A matrix showing the number of sequence identities between TBP and TBP-like (TLF) sequences from a range of different species.
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Figure S2. Phylogenetic distribution of central channel components shows a marked decrease in the number of TFII members among the
alveolates. Each bar represents a different component. A pool of protein sequences were selected from the 5 species then stored as a local

databasein Geneious. The Lingulodinium transcriptome was scanned using tBLASTn at an expect E-value cutoff of ¢ > to obtain
the homologues.
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