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Figure S1. Summary of the differential gene expression. (a) Functional classification of differentially expressed genes of PBIO3459 on chromogenic (C) medium compared to
both, LB and BHI medium; based on the COG database. (b) Correlation analysis of C vs. LB (x-axis) and C vs. BHI (y-axis). Similar DGE profiles in the upper-right and lower-
left corners indicate transcriptomic changes specifically for chromogenic medium. The most important genes are highlighted and classified according to COG.



