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Supplementary Information

Table S1. Genbank accession numbers for strains used in this study

GenBank Accession

number Strains Access date
GCA_000018105.1 Acaryochloris marina MBIC11017 15 May 2020
GCA_018336915.1 Acaryochloris marina S15 10 June 2021
GCA_021497025.1 Acaryochloris sp. 'Moss Beach' 18 January 2022
GCA_003231495.1 Acaryochloris sp. RCC1774 15 May 2020
GCA_000238775.2 Acaryochloris sp. CCMEE 5410 15 May 2020
GCA_012032145.1 Acaryochloris sp. RU_4_1 15 May 2020
GCA_012034865.1 Acaryochloris sp. CRU_2_0 15 May 2020
GCA_012030725.1 Acaryochloris sp. SU_5_25 15 May 2020

*Submission date for Acaryochloris sp. 'Moss Beach'
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Table S2. Guanine-cytosine (GC) percent content of strain Moss Beach compared to other Acaryo-
chloris strains.

Moss Beach MBIC11017 CCMEE 5410 S15

Genome size (Mbp) 7.26 8.36 7.88 7.11
GC content (%) 45 47 47 45
OREFs 5843 8528 8383 6023

new = 7046 new = 6948

Table S3. Orthologous genes shared between Acaryochloris sp. Moss Beach against other pub-
lished Acaryochloris strains.

Genome Genes in Genome Genesin # orthologous Orthologous
A A B B genes fraction
Moss Beach 6583 CCME 5410 7493 4214 64.01%
Moss Beach 6583 MBIC11017 7495 4206 63.89%
Moss Beach 6583 CRU_20 4206 2391 56.85%
Moss Beach 6583 RU 4 1 4566 2588 56.68%
Moss Beach 6583 SU_5 25 2261 1244 55.02%

Moss Beach 6583 RCC1774 5531 2813 50.86%
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Figure S1. Artemis Comparison Tools (ACT) comparison between Acaryochloris sp. Moss Beach
chromosome (middle) against Acaryochloris sp. S15 chromosome (Top) and Acaryochloris marina
MBIC11017 chromosome (bottom) with a cut-off set to 70 percent identity. The red and blue bars
show regions that are similar, with red bars indicating regions oriented in the same direction
while blue bars indicating inverted orientation.
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Figure S2. Artemis comparison tools (ACT) comparison between Acaryochloris sp. Moss Beach plas-
mids (middle), Acaryochloris sp. S15 plasmids (top), and Acaryochloris marina MBIC11017 plasmids
(bottom) with a cut-off set to 70 percent identity. The red and blue bars show regions that are simi-
lar, with red bars indicating regions oriented in the same direction while blue bars indicating in-
verted orientation.



