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Figure S1. Shannon-Wiener rarefaction curves of whole (SW) and filleted sea bass (SF) at
intervals of storage hours (h) at various temperatures (C) under air (A) and MAP (M)

conditions.
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Figure S2. Relative abundance (%) of bacterial phyla of whole (SW) and filleted sea bass (SF)
at intervals of storage hours (h), at various temperatures (C) under air (A) and MAP (M)
conditions, as revealed by 16S rRNA metabarcoding analysis.
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Figure S3. Principal Coordinate Analysis (PCoA) plot based on weighted UniFrac distance.
Different color corresponds to whole (SW) and filleted sea bass (SF) at intervals of storage hours
(h), at various temperatures (C) under air (A) and MAP (M) conditions.



