Supplementary Table S2. List of primers used and the cycling parameters for each PCR assay.

. Product
Gene/Clone Specific Primer sequence PCR size Reference
gene parameters
(bp)
blaos F: 5'- CGCAAATGGCACCAGATTCAAC-3’ 464
R: 5-TCCTGCACCAGTTTTCCCATACAG-3’
blacsvs F: 5 - TGATGCAGGAGCAGGCTATTCC-3’ 223
- R: 5-CTAACGTCATCGGGGATCTGC-3’
blaame F: 5 - TGAGTTAGGTTCGGTCAGCA-3’ o8
Antibiotic P R: 5*-AGTATTTTGTTGCGGGATCG3" | g4/ 30
resistance genes F: 5’-ATGTGCAGYACCAGTAARGTKATGG(; 83,5/ 905,
(cephalosporinase 72C/90 s
blactx-m | R: 5- 593
[ESBL] genes) TGGGTRAARTARGTSACCAGAAYCAGCGG- | (0 oYeles)
5
blaren F: 5 -TTGCTCACCCAGAAACGCTGGTG-3’ 208
R: 5-TACGATACGGGAGGGCTTACC-3’
blasiy F: 5-CGCCGGGTTATTCTTATTTGTCGC-3’ L 016
R: 5-TCTTTCCGATGCCGCCGCCAGTCA-3’ ’
blanon F: 5-GGTGCATGCCCGGTGAAATC-3’ 560
R: 5’-ATGCTGGCCTTGGGGAACG-3’
blaoxads F: 5-TTGGTGGCATCGATTATCGG-3’ can
R: 5-GAGCACTTCTTTTGTGATGGC-3’
o F: 5-ATGTCACTGTATCGCCGTC-3’
res@{‘;{:g'e";':nes blaxec R: 5-AATCCCTCGAGCGCGAGT-3’ 233 gg > 863
(carbapenemase. | | F: 5’-CCWGATTTAAAAATYGARAAGCTT(;- 7591 60 4 s
- aimp ’
encoding genes) R 5 - TGGCCAHGCTTCWAHATTTGCRTC3 | (0 oyeles)
blaviy F:5-GTTTGGTCGCATATCGCAAC-3’ 282
R: 5-AATGCGCAGCACCAGGATAGAA-3’
blaces F: 5-ATCAGCCACCTCTCAATGG-3’ 202
R: 5-TAGCATCGGGACACATGAC-3’
94C/ 30 s,
F: 5-GACTGCATTTCGTCGCCATA-3" | a0/ 30 <
ST131 ST131 oecr30s | 310
R: 5'-CCGGCGGCATCATAATGAAAS" | (30 cycles)
496 F: 5-ACCACTCCGGTTGGTGGT-3’ 297
R: 5-AGAACACGGCTTAATACCGATG-3 | o o/ oo
F: 5-ATGGTGCGTTTCTGGCCC-3’ *
ST648 gyrB87 R: 5’-TCTTTGCCGTCGCGCTTA-3’ 67(;%/ 04(3 ei) 143
Lida | F:5-GCGTCTGTTGACTGGCAGGTGGTGG-3' 4 510

R: 5’-GTTGCCCGCTTCGAAACCAATGCCT-3’
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