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Figure S1. Chromatograms by UPLC-UV-MS at 330 nm (method 1) of all fractions obtained from hop leaf DSE
after preparative HPLC
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Figure S2. Purity of xanthohumol in fraction F4 on the basis of PDA chromatogram (method 1)

4.40




PDA Specirum PDA MaPiol {150.0 rem o 200.0 e (PDA Spectrum [ 150-T0)nm)

: SMF4_JJ Channel

1.504

0.5

0004

; SMF4_JJ Chansel

PO Specinum POA 3700 nm (PO Specirum (150- T3 jnm]

L
L0

0204
0.004

SMF4_1J Channel

PRt
10T
a1’
2107

Indpnsdy

G0e 1: M5 Scan NS5 TIC (1; O0a Posiive(~) Scan (100.00-500.00)0n, Centresd, CW=1ll)

[

SMF4_L) Channel e G0n 2 MS Scan WS TIC (2 GDa Nepaiiver-} Scan (100.00-800.00)0n, Centrowd, CW=1fl)

[
ax1ef
20165

Indonsdy

J Channel  PDA PO 3700 nm (PDA Sgactrum (190-750)em)

L]

(L)

1060 150 200 250 300 350 400 450 500 S50 600 AW Te0
Unuies

750

1]

B

00

L2

1000

0.5

1o

1150

1200

Figure S3. Chromatograms obtained by UPLC-UV-MS (method 1) of F4 (MaxPlot, 370 nm, TIC in positive mode,
TIC in negative mode) and xanthohumol purified from hop cones (370 nm).
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Figure S4. Chromatograms obtained by UPLC-UV-MS (method 2) of xanthohumol purified from hop leaves

(MaxPlot, 370 nm, TIC in positive mode, TIC in negative mode) as well as UV spectrum and mass spectrum
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Figure S5. Purity of xanthohumol purified from hop leaves on the basis of PDA chromatogram (method 2)
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Figure S6. Chromatograms obtained by UPLC-UV-MS (method 3) of xanthohumol purified from hop cones (Max
Plot, 370 nm, TIC in negative mode) as well as UV spectrum and mass spectrum



