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[bookmark: _GoBack]Figure S1. Venn Diagram at distance 0.03, illustrating the number of unique and shared bacterial and archaeal (in parenthesis) OTUs (97% sequence similarity) among Banyuls (B), Woods Hole (W) and Pagasitikos (P) microcosms at d0 (top), d5 (middle) and d17 (bottom).
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