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Figure S1. Principal component analysis of microbiomes of animals in all treatment groups. Black, 
amoxicillin pretreatment, red, amoxicillin post treatment, light blue, Amoxicillin + Formulation 1 
pretreatment, dark blue, Amoxicillin + Formulation 1, post-treatment, pink, Amoxicillin + Formulation 2 
pretreatment, yellow, Amoxicillin + Formulation 2 post-treatment, purple, Amoxicillin + Formulation 3 
pretreatment, green, Amoxicillin + Formulation 3 post-treatment. 



 
Figure S2. Principal component analysis of microbiomes of animals in all treatment groups except Dog 9. 
Black, amoxicillin pretreatment, red, amoxicillin post treatment, light blue, Amoxicillin + Formulation 1 
pretreatment, dark blue, Amoxicillin + Formulation 1, post-treatment, pink, Amoxicillin + Formulation 2 
pretreatment, yellow, Amoxicillin + Formulation 2 post-treatment, purple, Amoxicillin + Formulation 3 
pretreatment, green, Amoxicillin + Formulation 3 post-treatment. Dog 9 is from the Amoxicillin + 
Formulation 1 cohort. 

 
Figure S3. Principal component analysis of microbiomes of animals in Amoxicillin alone and Amoxicillin + 
Formulation 1 treatment groups with Dog 9 predose (Amoxicillin + Formulation 1). Compare to Figure 4B, 



principal component analysis of Amoxicillin alone and Amoxicillin + Formulation 1 without Dog 9 
pretreatment. Black, amoxicillin pretreatment, red, amoxicillin post treatment, light blue, Amoxicillin + 
Formulation 1 pretreatment, dark blue, Amoxicillin + Formulation 1, post-treatment. 

 
Figure S4. Heatmap analysis of the frequency of antibiotic resistance genes in the dog fecal microbiomes. 
Fecal microbiome metagenomics data were analyzed for the presence of antibiotic resistance genes based on 
the percentage gene coverage as a measure of relative gene frequency in each sample. Each row represents 
an individual animal at the indicated time point. Antibiotic resistance genes are displayed at the top, 
treatment group and day of sample collection on the left, and animal numbers on the right. The color 
gradient key displays a linear scale of the percent gene coverage as a measure of the relative gene frequency. 


