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Figure S1. Time profiles of cultures of the wild type (left) and PFC (right) strains in mineral medium. 

Triangles: biomass; circles: plasmid DNA; and squares, glucose concentrations. Error bars show the 

standard deviation between triplicate experiments. 

 

 

 

 

 

Figure S2. Time profiles of cultures of the wild type (left) and PFC (right) strains in Lysogeny Broth. 

Triangles: biomass; circles: plasmid DNA. Error bars show the standard deviation between triplicate 

experiments. 
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Figure S3. Time profiles of cultures of the wild type (left) and PFC (right) strains in Terrific Broth. 

Triangles: biomass; circles: plasmid DNA. Error bars show the standard deviation between triplicate 

experiments. 

 

 

 

  

 

Figure S4. Time profiles of cultures of the wild type (A),wild type recA (B), PFC (C) and PFC recA (D) 

strains in Enpresso B Plasmid medium. Triangles: biomass; circles: plasmid DNA. Error bars show the 

standard deviation between triplicate experiments. 
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Figure S5. Example of agarose gel used for densitometric analysis of the pDNA produced by the 

proteome-reduced strain. L: pUC57Kan digested with BamHI; 1-3: pDNA samples from triplicate cultures 

in LB; 4-6: pDNA samples from triplicate cultures in mineral medium; 7-9: pDNA samples from triplicate 

cultures in EnPresso B Plasmid medium. 
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