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Figure S1. Alpha diversity index curve. Shannon index curve (A) and
Good’s coverage index curve (B).
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Figure S2. The relative abundance of phylum among three groups,
Proteobacteria (A), Firmicutes (B), Bacteroidetes (C) and Actinobacteria (D).
SI: sample from small intestine, LI: sample from large intestine, and Al:
sample from large intestine when individuals are free-living.



