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Supplementary figure S1. Amino acid sequence alignment of goat a2-adrenergic receptor subtypes.
02B, 02C and a2D subtypes.

Human MFROEQPLAEGSFAH 100
Mouse MFRQEQPLAEGSFAP 100
Cow ............ 85
Goat MFRQEQPLAEGSFA 100
Consensus

200
200
185
200
298
298
285
300

rrpnglgper gp gae e 1 glngapgepapa
397
J . 397
5 : | ER) 3 384
Goat RARERAR K SLP ( ININACIIN=EREeCHA R RQNREKREHTEV 400

Consensug daldleessss haerppg rr rgpr kgk rasqvkpqulprrqua g g g eer g akasrwrgrgnrekrftfvlavvigv
Human  [IRGS| 464
Mouse 464
Cow 451
Goat 467

Consensufvvcwfpffftytl a gc vp 1f fffwfgycnsslnpviytifnhdfrrafkkilcrgdrkri

Supplementary figure S2. Amino acid sequence alignment of human (NP_000672.3), mouse
(NP_031443.4), cattle (NP_776924.1), and goat (XP_017897206.1) a2A/D-adrenergic receptor
subtypes.
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Supplementary figure S3. Amino acid sequence alignment of human, mouse, cattle, and goat a2B-

adrenergic receptor subtypes.
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Supplementary figure S4. Amino acid sequence alignment of human, mouse, cattle, and goat a2C-

adrenergic receptor subtypes.
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Supplementary figure S5. Original western blot figure in Figure 3



