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Qualimap BamQC: Coverage histogram

400000000

350000000

300000000

250000000

200000000

Genome bin counts

150000000
100000000

50000000

b} 5 10 15 20 25
Coverage (X)

(a)
Qualimap BamQC: Genome fraction covered by at least X reads
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Figure S1. Average genome coverage: (a) Coverage histogram, (b) Genome fraction.



