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Figure S1. Nucleotide sequence analysis of H. canis isolates in dogs. The sequences obtained from this
study were compared with the related sequences deposited in GenBank, China (MT107091), Malaysia
(KT267958), Zambia (LC331053) and Venezuela (DQ439540). The nucleotide substitutions occurred at 34
positions. Abbreviations: CQ (Chongging) and HB (Hubei).



