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Figure S1. Predicted transmembrane helices in buffalo ABCG2
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Figure S2. Structures prediction of buffalo ABCG2. (A) The secondary structure of
ABCG?2 protein. (B) The tertiary structure of ABCG2 protein.
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Figure S3. Sequencing results indicate polymorphisms in the coding region of buffalo

ABCG2
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Figure S4. Nucleotide differences of the ABCG2 haplotype sequences among some
species of Bovidae. Number represents the position of coding region. Dots (.) denote
identity with the Buffalo hapl. Nucleotide substitutions are denoted by different
letters. Missing information is denoted by a question mark (?).



