
Table S1. Estimated of mean genetic nucleotide distances (model p-distance) 
between subtypes of genotype A and Romanian strains based on the gag-pol 
fragment.  

 
 A1 A2 A2/A3 A3 A4 A5 A8 A9 A11 A19 A20 A21 A22 A23 A24  

A1 - - - - - - - - - - - - - - -  
A2 17.0 - - - - - - - - - - - - - -  

A2/A3 17.5 16.2 - - - - - - - - - - - - -  
A3 17.1 12.6 16.1 - - - - - - - - - - - -  
A4 18.0 17.8 17.3 17.3 - - - - - - - - - - -  
A5 16.4 15.9 16.6 14.5 15.6 - - - - - - - - - -  
A8 18.8 18.0 17.9 17.3 18.8 18.9 - - - - - - - - -  
A9 19.8 18.0 18.1 17.0 17.5 18.1 17.9 - - - - - - - -  

A11 19.2 17.2 18.0 16.7 20.0 17.3 17.5 16.9 - - - - - - -  
A19 20.1 18.3 18.1 17.4 18.8 17.3 18.4 17.0 17.0 - - - - - -  
A20 18.7 18.5 18.8 17.4 19.6 17.3 19.7 19.6 18.9 21.8 - - - - -  
A21 18.1 15.4 16.4 15.1 18.5 16.2 18.1 18.0 17.1 19.1 18.5 - - - -  
A22 22.3 20.2 21.2 20.0 21.1 19.1 21.7 21.1 21.0 21.4 23.0 20.5 - - -  
A23 19.5 18.0 18.6 17.6 19.4 18.6 18.6 18.4 17.6 17.8 18.6 19.0 21.1 - -  
A24 17.7 15.7 17.1 15.4 18.0 15.9 16.1 16.1 16.0 16.5 19.4 16.7 20.8 17.5 -  

Romanian strains 16.8 12.0 15.6 11.5 16.7 14.2 17.1 17.5 17.0 17.2 18.5 15.2 19.5 17.7 15.0  
 
 

 


