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Simple Summary: Scallop aquaculture depends on hatchery-reared larvae that frequently present
mass mortalities due to bacterial infections. Herein, it was demonstrated that the administration of a
diet based on microalgae rich in omega 3 increases larval cell membrane fluidity and energy metabolic
capacity, which in turn enhances immune capacity and resistance to bacterial infection. Additionally,
this diet enhances larval growth and survival; thus, its application would be a promising strategy for
improving scallop aquaculture productivity.

Abstract: Massive mortalities in farmed larvae of the scallop Argopecten purpuratus have been asso-
ciated with pathogenic Vibrio outbreaks. An energetic trade-off between development-associated
demands and immune capacity has been observed. Given that highly unsaturated fatty acids (HUFAs)
are essential nutrients for larval development, we evaluated the effect of diets based on microalgae
low and high in HUFAs (LH and HH, respectively) on the energetic condition and the immune
response of scallop larvae. The results showed that the HH diet increased cellular membrane fluidity
in veliger larvae. The routine respiration rate was 64% higher in the HH-fed veligers than in the
LH-fed veligers. Additionally, the metabolic capacity tended to be higher in the HH-fed veligers
than in the LH-fed veligers after the Vibrio challenge. After the challenge, the HH-fed veligers pre-
sented higher transcript induction of ApTLR (immune receptor) and ApGlys (immune effector) genes,
and the HH-fed pediveligers presented higher induction of ApLBP/BPI1 (antimicrobial immune
effector) gene, than the LH-fed larvae. Furthermore, the HH-fed veligers controlled total Vibrio
proliferation (maintaining near basal levels) after the bacterial challenge, while the LH-fed veligers
were not able to control this proliferation, which increased three-fold. Finally, the HH-fed larvae
showed 20–25% higher growth and survival rates than the LH-fed veligers. Overall, the results
indicated that the administration of a HH diet increases cell membrane fluidity and energy metabolic
capacity, which in turn enhances immunity and the ability to control Vibrio proliferation. The admin-
istration of microalgae high in HUFAs would be a promising strategy for improving scallop larval
production efficiency.
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1. Introduction

Farmed scallops represented 20% of the total value (USD) of the net income from
mollusk aquaculture worldwide in 2020 [1], and it is expected that bivalve farming will
continue to grow in the coming years. However, massive larval mortalities associated
with bacterial outbreaks have been reported in several commercial hatcheries of bivalve
species [2–5], including Argopecten purpuratus [6–8], a scallop of great economic importance
for Chile and Peru. The effect of environmental conditions on bacterial outbreak intensity [9]
and the effect of nutritional status on larval survival in farming conditions [10,11] have
been studied. Nonetheless, despite the role of the immune response in the defense against
pathogens, few studies have focused on evaluating the effect of dietary enrichment on the
immune capacity of bivalve larvae [12], especially in scallop larvae [13,14].

The molluscan innate immune system, which includes both cellular (mediated by
hemocytes) and humoral components, involves energetically expensive processes for com-
bating pathogens [15], such as chemotaxis, pathogen recognition, activation of intracellular
signaling cascades, opsonization, and phagocytosis [16–18]. Therefore, a trade-off between
energy allocation in the immune response and other energy-demanding physiological
processes, such as growth, development, and reproduction, has been reported in insects
and birds [19–21]. This trade-off was also observed in A. purpuratus, where a decrease
in hemocyte amount and quality after spawning, as well as a reduction in hemocyte en-
ergy support for the immune response (mediated by molecular sensors and effectors),
were reported [22].

Early development is another critical and energetically expensive process due to the
severe physiological and morphological changes during larval growth [23,24]. Accordingly,
metabolic demands during critical stages in early development could compete with other
energetically costly processes, such as the immune response, increasing the susceptibility
to potential pathogens. Few studies have evaluated the metabolic demand imposed by
pathogenic bacterial infections in scallop larvae. In this regard, it was recently found that
the A. purpuratus veliger larval stage has the highest metabolic demand and the lowest
mitochondrial concentration and energy production efficiency compared with other early
developmental stages [25]. This suggests that the veliger stage would have the lowest
capacity to overcome pathogen infections. Indeed, massive mortalities most often occur
during the veliger stage of this scallop, from which several pathogenic strains of Vibrio
bacteria have been isolated and identified [14,26].

Nutritional status directly affects the energetic capacity of an organism [27] and has
been shown to positively influence both mollusk larval development and immune response
performance [28,29]. Among the nutritional components, lipids are essential for appro-
priate larval development [30,31]. The incorporation of highly unsaturated fatty acids
(HUFAs) in the larval diet of some bivalve mollusks is crucial for growth, development,
metamorphosis, and settlement [32–35]. Mollusks, like other invertebrates, are incapable
of synthesizing HUFAs de novo; thus, these fatty acids must be obtained from the diet,
which mainly comprises microalgae [36]. Lipids, and especially HUFAs, perform two
major functions: (1) eicosapentaenoic (EPA: 20:5-ω3) and docosahexaenoic (DHA: 22:6-ω6)
acids are elements of cellular membrane phospholipids (polar lipids) and are involved in
preserving membrane integrity, fluidity, and biological functionality; and (2) fatty acids
are components of triglycerides, which are a main energy source for metabolism [37]. The
triglyceride content in pectinid larvae is a good indicator of embryogenesis, growth, and
survival [35,38]. In commercial hatcheries, pectinid larvae are fed microalgal mixes contain-
ing different HUFA levels, directly influencing farming production performance [30,39,40].
For example, pectinid larvae fed Chaetoceros calcitrans (low in HUFA content) have lower
settlement capacity than larvae fed Isochrysis galbana T-iso (high in HUFA content), a dif-
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ference attributable to the microalgal fatty acid content [30,40]. The use of a diet rich in
HUFAs in adult Ruditapes philippinarum clam fostered the incorporation of n-3 and n-6
fatty acids into the cellular membrane hemocytes and the enhancement of their phagocytic
capacity [29]. Nonetheless, to our knowledge, there are no studies relating dietary HUFA
content with immune capacity in bivalve larvae.

A. purpuratus inhabits the Pacific coast from Peru to Chile, where it is intensively
farmed [1]. Juvenile availability depends on natural recruitment, which is unstable and
restricted to spring and summer seasons, and on hatchery production, which is affected
by bacterial outbreaks [41]. Herein, we evaluated the effect of the application of a diet
based on microalgae rich in HUFAs on the energetic condition and the capacity of the
immune response of larvae (veliger and pediveliger) and early juveniles. To accomplish
this, we designed and applied two microalgal dietary treatments, one with a low HUFA
content and the other with a high HUFA content. We compared larvae and early juveniles
fed with these diets in terms of (1) the cellular membrane fluidity through fluorescence
spectroscopy analysis; (2) the metabolic capacity at basal and post-Vibrio splendidus exposure
conditions, measured as the activity of key enzymes of the anaerobic (PK) and aerobic
metabolism (CS and ETS), as well as the anaerobic capacity (PK:CS) and energy production
efficiency (ETS:CS) indices; (3) the metabolic demand (only for veliger), measured as the
individual respiration rate basally (routine) and postexposure to a V. splendidus pathogen
strain; (4) the relative expression of immune-related genes associated with each step of
the immune response (sensing, signaling, and effectors) at basal and post-V. splendidus
exposure conditions; (5) the larval capacity to reduce Vibrio proliferation after exposure
to a V. splendidus pathogen strain; and (6) growth and survival rates. To our knowledge,
this is the first study to evaluate the effect of the application of microalgae-based diets
with contrasting HUFA levels on the metabolic and immune response capacities under
basal and post-bacterial-challenge conditions in scallop larvae. By this means, we aimed to
evaluate whether this feeding strategy potentially decreases larval susceptibility to Vibrio
pathogens, particularly in the most susceptible veliger larval stage, and to support hatchery
production.

2. Materials and Methods
2.1. Ethics Approvals

Animal care was conducted in strict accordance with the recommendations in the
CCAC guidelines (http://www.ccac.ca/Documents/Standards/Guidelines URL (accessed
on 26-10-2020)). The protocol for sampling procedures and experimental manipulations was
approved by the Bioethics Committee of the Universidad Católica del Norte (CEC-UCN/06)
and the Chilean National Agency for Investigation and Development (ANID).

2.2. Larval Rearing

Adult Argopecten purpuratus scallops (n = 100, 70–80 mm height) were collected from
the aquaculture concession area belonging to the Universidad Católica del Norte at Tongoy
Bay (Coquimbo, Chile). Two spawning and larval cultures were made for the purpose of
this study. Larvae and juveniles obtained from the first spawn were used to measure the
cellular membrane fluidity, the metabolic capacity (via enzymatic activity of PK, CS, and
ETS), and the mRNA expression of immune-related genes. The second spawn was carried
out for oxygen consumption measurement and capacity to reduce Vibrio proliferation at
the veliger stage. The spawning protocol was modified from Rojas et al. [14]. Mature
scallops were induced to spawn with the addition of concentrated microalgae (Isochrysis
galbana clone T-iso + Chaetoceros calcitrans + Pavlova lutheri, 17 × 106 cells mL−1). Gamete
fertilization was performed in a proportion of 7–10 sperm per oocyte, and the resulting
eggs were maintained in tanks with slight aeration. The obtained D larvae (48 h post-
fecundation, hpf) were transferred to two separated recirculating culture systems (RAS)
(modified from [42]). Each RAS consisted of 12 cylindrical tanks filled with filtered (1 µm)
and sterilized (UV) 150 L of seawater, maintained at room temperature (17 ± 1 ◦C) and with
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continuous aeration. Two dietary treatments, namely, (1) high in HUFA (hereafter named
HH) and (2) low in HUFA (hereafter named LH), were applied to each RAS (12 tanks per
diet) (Supplementary Figure S1). Larvae were reared in these systems at an initial density
of 30 larvae mL−1 for 40 days. The assessed stages were veliger (120–130 µm: 8 days postfe-
cundation, dpf), pediveliger (190–210 µm: 21 dpf), and early juvenile (500–600 µm: 40 dpf).
The protocol for the second spawning and larval rearing treatments were the same, but the
larval culture was carried out until 21 dpf (pediveliger).

2.3. Microalgae Cultivation, Proximal Analysis, and Diet Design
2.3.1. Culture Conditions

Two diets were designed to achieve contrasting HUFA contents in larval diets: LH
and HH diets. Both diets comprised commercial microalgal species normally used for
feeding scallop larvae. Specifically, Isochrysis galbana clone T-iso, Pavlova lutheri, and Chaeto-
ceros gracilis were selected for their high HUFA contents [43,44]. Each microalgal species
was subjected to two different nutritional conditions during its culture. F/2 medium [45]
(without nutritional modification, NNM) was used to cultivate the microalgal species
used in LH treatment. A modified F/2 medium with a phosphorus excess (with nutri-
tional modification, WNM) was used to stimulate lipid biosynthesis in every microalgal
species of the HH diet [46] (see below). All microalgae were produced under controlled
conditions in a batch system (20 L) with continuous aeration and continuous illumination at
50 µmol photon·m2·s−1 at 20 ± 1 ◦C. Microalgae were used in the exponential growth phase.

2.3.2. Proximate Composition

• Carbohydrates: One liter of each microalgal culture was dehydrated at 60 ◦C until
constant mass. The dry mass was pulverized and homogenized with deionized water
(1:1 w/v). The phenol–sulfuric acid method was applied [47] to determine the total
carbohydrate concentration. Briefly, 5 mL of 20% trichloroacetic acid was mixed with
1.5 mL of the homogenate, heated at 65 ◦C for 1 h, and centrifuged at 6000× g for
15 min. Then, 1 mL of the supernatant was mixed with 2.5% phenol and concentrated
sulfuric acid. The carbohydrate concentration was determined using an EPOCH
microplate spectrophotometer (BioTek) at 490 nm, and a 50 µg·mL−1 solution of
glycogen in deionized water was used as a standard. The carbohydrate content was
expressed in µg·mg−1 dry mass.

• Proteins: Protein content was quantified following Brokordt et al. [48]. Briefly, a 3 mg
wet mass of each microalga was homogenized in a buffer containing 32 mM Tris-HCl
at pH 7.5, 2% SDS, 1 mM EDTA, 1 mM Pefabloc, and 1 mM protease inhibitor cocktail
(Sigma). The obtained homogenates were incubated at 100 ◦C for 5 min. A second incu-
bation (for 5 min at 100 ◦C) was applied after resuspending the homogenate in 100 µL
of homogenization buffer. The obtained homogenate was centrifuged for 20 min at
10,600× g. A Micro-BCA kit was then used to quantify total protein in an aliquot of the
supernatant in an EPOCH microplate spectrophotometer (BioTek) at 660 nm, using a
0.4 mg·mL−1 solution of albumin serum in deionized water as a standard.

• Lipids and fatty acid composition: Lipid extraction was performed according to
Folch et al.’s [49] protocols. Fatty acid methyl esters (FAMEs) of total lipids were
prepared by transmethylation with 14% BF3 MeOH for 10 min at 60 ◦C. FAMEs were
then obtained by liquid–liquid extraction with hexane and washed with 20% NaCl.
The organic phase was roto-evaporated, resuspended in 1 mL of hexane, and filtered
(0.22 µm PVDF filter). FAMEs were analyzed by injecting 1 µL of the obtained organic
phase in a Clarus 600, PerkinElmer gas chromatograph with an FID detector, using a
Supelco Wax 320 Omega column (30 m × 0.25 µm film thickness) and helium as the
carrier gas. The temperature ramp started at 140 ◦C for 5 min, and then the temperature
increased at a rate of 2 ◦C per minute until reaching 240 ◦C and being maintained
at that level for 5 min. Individual FAs were quantified by relative percentage by
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comparing the retention times (RT) and the peak area of the sample with a FAME
standard (Sigma, CRM47885, St. Louis, MO, USA).

2.4. Diet Design

The nutritional modification (i.e., excess of phosphorous) applied during microalgal
cultivation significantly affected their proximal composition, particularly the lipid and fatty
acid contents (Supplementary Table S1). The HH and LH diets were designed based on the
fatty acid profile analysis obtained for each microalga (Table 1). Different proportions of
each microalga from the two culture systems (WNM or NNM) were mixed for each dietary
treatment. Microalgae were administrated in one daily ration of 126 × 103 cells mL−1,
and the feed ration was subsequently adjusted to the larval density every two days [42].
Considering the ontogeny-associated nutritional requirements [23], an initial and a con-
tinuation microalgal mix were used. The initial mix was applied from day 2 until day 8
postfecundation and the continuation mix was applied from day 9 until the end of the
culture (10 days post-settlement). The initial mix consisted of I. galbana and P. lutheri, and
the continuation mix consisted of I. galbana, P. lutheri, and C. calcitrans. Previous studies
have indicated that Chaetoceros spp. present low digestion in the early stages [50]; how-
ever, they are well-digested and necessary for inducing settlement in advanced stages due
to their high EPA contents [51]. The initial LH mix consisted of 70% I. galbana and 30%
P. lutheri, yielding a 1.65 mg HUFA·L mix−1. The HH initial mix consisted of equal parts
of the same microalgal species (i.e., I. galbana and P. lutheri), but cultured WNM, yielding
a 4.3 mg HUFA·L mix−1, with 2.6 times more HUFA than in the LH initial diet. In the
continuation diet, 20% C. gracilis (WNM for HH diet) was added to each diet. The HH
continuation diet had 2.7 times more HUFAs than the continuation LH diet. Regarding
macronutrients, the protein content was ~1.5 times higher initially than in the continuation
diet, independent of LH or HH treatment. Carbohydrate delivery tended to be higher in
the LH diet during the entire cultivation period (1.6 times), while the total lipid content
was similar in both dietary treatments.

2.5. Membrane Fluidity Analysis in Larvae and Early Juveniles

To evaluate the functional effect of the application of diets with different HUFA con-
tents, the fluidity of cell membranes in larvae and early juveniles fed with the applied
diets was evaluated. This analysis involved two biophysical parameters associated with
membrane fluidity: (1) The packing order of the acyl chains of the membrane lipids was
revealed by DPH (1,6-diphenyl-1,3,5-hexatriene) and TMA-DPH (1-(4-trimethylammonio)-
6-phenyl1,3,5-hexatriene) fluorescence anisotropy. The DPH fluorescent probe was inserted
in the central zone of the lipid phase of the bilayer [52]. A TMA-DPH fluorescent probe was
localized in the vicinity of glycerol and the upper segments of the phospholipid chains [53].
(2) The packing of lipid polar heads and/or the polarity of the environment to the bi-
layer hydrophobic–hydrophilic interface was evidenced through changes in the Laurdan
(6-lauryl-2-dimethylaminonaphthalene) generalized polarization (PG) [54]. Samples of
larvae (veliger and pediveliger) and early juveniles fed the two diets were obtained, cen-
trifuged at 4 ◦C, and immediately frozen at −80 ◦C until analysis.

2.5.1. Decalcification and Incubation

Larvae (5 mg wet mass) and early juveniles (10 mg wet mass) were diluted in EDTA-
PBS (5%) and incubated for 1 h at room temperature with mechanical agitation (~3× g).
Samples were then washed 3 times in PBS using a centrifuge at 1400× g for 5 min and
resuspended in 1 mL of PBS. Finally, samples were incubated with 4 µM DPH (1,6-diphenyl-
1,3,5-hexatriene), TMA-DPH (1-(4-trimethylammonium)-6-phenyl1,3,5-hexatriene), or Lau-
rdan (6-lauroil-2-dimethylaminonaphthalene) with mechanical agitation (~3× g) for 30 min
at 30 ◦C.



Animals 2023, 13, 1416 6 of 23

Table 1. Proximate composition and fatty acid content in the microalgae used for each diet (low and high in HUFAs) in the initial and continuation culture periods of
Argopecten purpuratus larvae and early juveniles. Fatty acids and HUFAs are expressed in mg·L wet mass−1.

Initial Diet (2–8 dpf) Continuation Diet (from 9 dpf)

Low HUFA High HUFA Low HUFA High HUFA

Microalgae T-iso P. lutheri T-iso * P. lutheri * T-iso P. lutheri C. gracilis T-iso * P. lutheri * C. gracilis *

Microalgae proportion 0.7 0.3 0.5 0.5 0.5 0.3 0.2 0.4 0.4 0.2
Proteins 778.09 297.27 783.45 779.78 555.78 297.27 NC 626.76 623.82 NC

Carbohydrates 63.602 6.885 24.585 33.15 45.43 6.885 NC 19.668 26.52
Lipids (% dry mass) 14.021 7.161 12.175 14.575 10.015 7.161 0.784 9.74 11.66 0.822

FAME (mg) 7.84 3.267 18.45 8.45 5.6 3.267 0.498 14.76 6.76 0.82
∑ Saturated fatty acid (mg) 3.451 1.533 8.705 3.895 2.465 1.533 0.256 6.964 3.116 0.406

∑ Monounsaturated fatty acid (mg) 1.512 0.69 4.865 2.405 1.08 0.69 0.186 3.892 1.924 0.296
∑ Polyunsaturated fatty acid (mg) 2.66 1.05 4.95 2.2 1.9 1.05 0.056 3.96 1.76 0.118

HUFAs
ARA (mg) NC NC 0.0136 0.0016
EPA (mg) 0.051 0.021 0.040 0.0315 0.036 0.021 0.032 0.0324 0.025 0.072
DHA (mg) 1.125 0.452 2.961 1.271 0.804 0.452 0.008 2.368 1.016 0.1

Total content in the diet mix
Proteins 633.8 781.6 367. 1 500.2

Carbohydrates 46.59 28.87 24.78 18.48
Lipids (% dry mass) 11.96 13.38 7.156 8.56

Total ARA (mg) NC NC 0.013 0.001
Total EPA (mg) 0.072 0.072 0.090 0.130
Total DHA (mg) 1.578 4.232 1.260 3.486

Total HUFAs (mg) 1.650 4.304 1.363 3.617
EPA/DHA 0.046 0.017 0.071 0.037
ARA/EPA - - 0.152 0.012

* Microalgae cultivated with nutritional modification. Protein and carbohydrates are expressed in µg·mg−1 wet mass. Content determination was made based on microalgae
content in 1 L.
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2.5.2. Fluorescence Spectroscopy

Veliger and pediveliger larvae were diluted to a final concentration of 1 mg·mL−1 in
PBS, while early juveniles were diluted to 2 mg·mL−1. DPH and TMA-DPH anisotropy
were measured in a K2 spectrofluorometer (ISS Inc., Champaign, IL, USA) using a wave-
length of 370 nm for excitation, and in the emission, two long-pass filters of 399 nm and
420 nm were used to eliminate scattering. Generalized polarization of Laurdan was mea-
sured at 440 and 490 nm (emission) and excited at 375 nm. Laurdan GP values were
calculated according to the GP = I440 − I490/I440 + I490 equation [54]. All measurements
were made at 17 ◦C.

2.6. Bacterial Challenge

A bacterial challenge was carried out with the pathogenic strain VPAP18 of Vibrio
splendidus, which was isolated from an A. purpuratus veliger larvae massive mortality
episode in a commercial hatchery [7]. This strain was cultivated in tryptic soy broth
(Difco) supplemented with 2% NaCl medium at 22 ◦C overnight in a mechanical shaker
(~2× g). A sublethal infection dose was applied based on Rojas et al. [7] and Rojas et al. [14],
which considered the relative larval/juvenile concentration per flask to be infected in
each ontogenic stage. Therefore, the veliger stage (120 µm) was exposed to a bacterial
dose of 210 colony-forming units (cfu) per larvae, pediveligers (210 µm) were exposed to
620 cfu·larvae−1, and early juveniles (500 µm) were exposed to 3500 cfu·individual−1.

For every developmental stage, individuals were obtained from the 12 tanks, pooled
(according to each diet), redistributed in 24 experimental units (1 L glass flask; 12 per diet)
for the bacterial challenge, and maintained in a thermoregulated bath at 17 ◦C (hatchery
rearing temperature) with slight aeration (using air-stone diffusers to maintain the dis-
solved oxygen level above 80%) (Supplementary Figure S1). The larval density per flask
varied according to the developmental stage following Rojas et al. [14]: 35,000 larvae·flask−1

for veligers, 25,000 larvae·flask−1 for pediveligers, and 500 ind·flask−1 for early juveniles.
For each dietary treatment, half of the flasks were challenged with V. splendidus VPAP18
(as described above) for 24 h, and the other half were maintained undisturbed (control).
Six experimental units were added for the veliger stage group (both challenged and undis-
turbed) to quantify Vibrio proliferation. Then, larvae or juveniles from each flask were
sieved and split into two Eppendorf tubes (1.5 mL). One tube was immediately stored at
−80 ◦C until the enzyme analyses, and the larvae from the other tube were mixed with
TRIzol® reagent (1:10), incubated for 12 h at 4 ◦C, and then stored at −80 ◦C until the
immune gene expression analyses.

2.7. Enzymatic Assays
2.7.1. Tissue Homogenization

Larvae were weighed and homogenized in a buffer (1:5 w/v) containing 0.1% Tween
20, 2 mM EDTA-Na2, 5 mM EGTA, 150 mM KCl, 1 mM dithiothreitol, and 50 mM imidazole-
HCl. The homogenates were centrifuged at 600× g for 10 min at 4 ◦C, and the supernatants
were immediately used for enzymatic assays. All assays were run in duplicate at controlled
room temperature (17 ◦C) using an EPOCH spectrophotometer (Biotek, Winooski, VT,
USA), and the specific activities were expressed in international units (mmol of substrate
converted to product per min) per mg of wet mass.

2.7.2. Pyruvate Kinase (PK)

PK activity was measured following Brokordt et al. [55]. Briefly, the supernatant ob-
tained after homogenization was diluted in a reaction buffer (1:5 v/v) containing 5 IU of lac-
tate dehydrogenase, 5 mM ADP, 0.2 mM NADH, and 5 mM phosphoenolpyruvate (omitted
for the control), with a pH of 6.6. Enzyme activity was measured following the absorbance
changes of NADH at 340 nm with a molar extinction coefficient of 6.22 mM−1 cm−1.
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2.7.3. Citrate Synthase (CS)

CS activity was measured following Brokordt et al. [55]. The supernatant obtained
after homogenization was diluted in a reaction buffer (1:3 v/v) containing 75 mM TRIS-
HCl, 0.3 mM DNTB (5,5-dithio-bis-2-nitrobenzoic acid), 0.2 mM acetyl Co-A, and 0.3 mM
oxaloacetate (omitted for the control), with a pH of 8.0. Enzyme activity was measured
following the absorbance changes at 412 nm associated with the transfer of sulfhydryl
groups from CoASH to DTNB, with a molar extinction of 13.6 mM−1 cm−1.

The CS-specific activity was expressed in international units (IU) per mg of wet mass.
The PK:CS ratio was used as an indicator of aerobic to anaerobic capacity [56].

2.7.4. Electron Transport System (ETS)

The ETS activity assay followed Packard’s [57] methodology with minor modifications.
The supernatant obtained after homogenization was diluted in a buffer (1:10 v/v) containing
75 mM TRIS-HCl, 5% polyvinylpyrrolidone (PVP), 153 mM MgSO4, and 0.1 % Tween 20.
Enzyme activity was measured using a reaction mix containing 75 mM TRIS, 0.1% Tween-20,
1.7 mM NADH, 0.25 mM NADPH, and 0.2% iodonitrotetrazoliumodium (INT). Absorbance
changes were measured at 490 nm to follow the extinction of INT for 10 min. The molar
extinction used for INT was 15.9 mM−1 cm−1.

The ETS:CS ratio was used as a proxy of mitochondrial ATP production efficiency
given that CS is considered an indicator of mitochondrial content [58].

2.8. Oxygen Consumption

Respiration rates (RRs) were measured in veliger larvae from the second spawn. Two-
hour postchallenged larvae (and their controls) from each diet treatment were transferred
to 2 mL glass vials equipped with oxygen sensor spots, where RR was determined at a
density of ~35 larvae·mL−1. Measurements were performed using a 24-channel oxygen
meter (SDR®, PreSens GmBh, Regensburg, Germany) at controlled room temperature
(17 ◦C). PreSens Measurement Studio software was used to determine the O2 concentration
every 15 s. Eight replicates of each treatment (LH-control, LH-challenged, HH-control,
HH-challenged) were registered, and two blanks (SSW and SSW + VPAP18) with four
replicates each were measured to obtain the background and bacterial respiration.

A linear regression was used to calculate the RR by plotting O2 saturation as a
function of time, standardized by the larval number and corrected by the blanks. Only
values ≥ 65% saturation were considered to avoid any possible (differential) influence of
low dissolved O2 on the RR of the animals. RR was expressed as the individual-specific rate
(nmol O2·h−1·larvae−1).

2.9. RNA Isolation, cDNA Synthesis, and Relative mRNA Expression of Immune-Associated
Genes by RT–qPCR

TRIzol Reagent (Thermo Scientific, Waltham, MA, USA) was used for the extraction
of total RNA following the manufacturer’s instructions. Concentration and purity were
examined by spectrophotometry using an EPOCH spectrophotometer (Biotek, Winooski,
VT, USA), and the integrity was assessed by formaldehyde/agarose gel electrophoresis.
cDNA was obtained using 0.8 µg of total RNA and a PrimeScript™ RT Reagent Kit with
gDNA Eraser (Takara Bio Inc., Shiga, Japan) following the manufacturer’s instructions.

Transcriptional levels of five genes associated with different steps of the immune
response (i.e., receptor, transcriptional regulator, and antimicrobial effectors) previously
characterized for A. purpuratus adults were evaluated in larvae and early juveniles: a
Toll-like receptor (ApTLR¸ GenBank MH732641), an inhibitor of the NF-kB (ApIkB, GenBank
FJ824733), and three immune effectors—a big defensin (ApBD1, GenBank KU499992), an LPS-
binding/bactericidal-permeability-increasing protein (ApLBP/BPI1, GenBank MN295978),
and a g-type lysozyme (ApGLys, GenBank AY788903). β-actin (ApBactin, GenBank FE895980.1)
was used as an endogenous control to normalize the experimental results [59]. The primers used
in this study and previously validated for A. purpuratus are listed in Supplementary Table S3.
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RT–qPCR was used to measure the expression of immune-related genes using an
Mx3000P Real-Time PCR System (Agilent Technologies, Santa Clara, CA, USA). RT–qPCR
was performed using a 20 µL reaction volume containing 2 µL of cDNA, 10 µL of Takyon
Low ROX SYBR 2X MasterMix blue dTTP (Eurogentec, Seraing, Belgium), and 0.6 µL of
each primer (10 mM). Samples were tested in triplicate. The initial denaturation time was
10 min at 95 ◦C, followed by 40 PCR cycles of 95 ◦C for 15 s, and 60 ◦C for 1 min. After
the PCR cycles, the purity of the PCR product was checked by the analysis of its melting
curve; the thermal profile for melting curve analysis consisted of denaturation for 15 s at
95 ◦C, lowering to 55 ◦C for 15 s, and then increasing to 95 ◦C for 15 s with continuous
fluorescence readings. The comparative ∆∆Ct method [60] was used to estimate the relative
mRNA expression of each studied gene.

2.10. Postchallenge Vibrio Quantification

To evaluate the effect of LH or HH diet on the control of Vibrio proliferation, total Vibrio
count was quantified in veliger larvae 24 h post-VPAP18 challenge (and not challenged
controls). This quantification was performed only in the veliger larvae because this stage
presented the highest mass mortalities due to vibriosis. The challenged veligers (and
controls) were filtered with a 100 µm sieve and then washed 2 times with sterile seawater
(SSW: microfiltered at 0.22 µm and sterilized). The obtained larval wet mass (50 ± 5 mg)
was diluted in SSW (1:10 w/v), homogenized, and vortexed for 10 s. The homogenate
was diluted in SSW (1:10,000 v/v) and then homogenized again for 10 s. This second
homogenate (50 µL) was cultivated in a TCBS agar plate at 22 ◦C for 24 h. The total colony-
forming units (cfu) present in each plate were then quantified. The total number of cfu was
standardized with respect to the wet weight of the homogenized larvae, and an inoculum
of the microalgae mixture used to feed the larvae was used as a control.

2.11. Growth and Survival

The estimation of growth and survival rates was carried out throughout the larval
culture for each dietary treatment. In this second culture, larval density was adjusted
according to larval mortality in each dietary treatment; however, due to a technical problem,
this culture was stopped after 21 dpf. Survival was estimated in five samples of 1 mL taken
from each tank as the percentage difference of larval density with respect to initial stocking
density. From each sample, the size of 20 larvae was measured in photographs taken at
100× magnification using image analysis software (ImageJ-FIJI).

2.12. Statistical Analysis

The results are presented as the mean and standard error of the mean (SE). ANOVAs
were applied when data met normality as tested with Shapiro–Wilks and homoscedasticity
as indicated by the Fligner–Killeen test. When the results did not meet these requirements,
a robust ANOVA for trimmed means was applied [61]. Tukey’s HSD post-hoc test was
applied to test specific differences [62]. The results were considered significantly different at
p < 0.05. All statistical analyses were conducted with R CRAN using the “WR2S” package
for robust ANOVA and “agricolae” for post-hoc tests.

3. Results
3.1. Membrane Fluidity Analyses

Among the parameters associated with cell membrane fluidity, the DPH anisotropy
(packing order of acyl tails) was significantly affected by the developmental stage and
the diet; the Laurdan GP was significantly affected by both factors and their interaction;
and TMA-DPH anisotropy was affected by neither of these factors (Figure 1; ANOVA,
Supplementary Table S4). Among the assessed stages, veliger larvae displayed the lowest
membrane fluidity regardless of the applied diet, as shown by the highest DPH anisotropy
(Figure 1A). On the other hand, veliger larvae and juveniles fed the HH diet showed the
lowest DPH anisotropy and thus the highest membrane fluidity. Additionally, veliger
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larvae fed the HH diet presented lower Laurdan GP than those fed the LH diet and thus a
higher membrane fluidity (Figure 1C).
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Figure 1. Effect of diets low (LH) and high (HH) in HUFAs on the fluidity of cellular mem-
branes of larvae and juveniles of the scallop Argopecten purpuratus. Cell membrane fluidity was
measured through the anisotropy of (A) DPH (1,6-diphenyl-1,3,5-hexatriene) and (B) TMA-DPH
(1-(4-trimethylammonium)-6-phenyl1,3,5-hexatriene), and by (C) Laurdan PG (generalized polariza-
tion) using fluorescence spectroscopy analysis. Different lowercase letters show significant differences
among developmental stages (p < 0.05). Asterisks (*) indicate significant differences between dietary
treatments within each developmental stage (p < 0.05); n = 3 pools per condition.

3.2. Enzyme Activity
3.2.1. Pyruvate Kinase (PK)

The PK activity varied at the basal (control) level during the early ontogeny of the
scallop, with the highest activity in the veliger stage and the lowest activity in the early
juvenile stage despite the dietary treatment. Pediveligers and early juveniles fed the LH
diet showed higher PK activity than the HH-fed larvae and juveniles (Figure 2A; ANOVA,
Supplementary Table S5). Within each developmental stage, the analyses showed no
significant effects of the bacterial challenge and the diet on PK activity for veliger and
pediveliger larvae (ANOVA, Supplementary Table S6). Nevertheless, the PK activity was
significantly affected by the interaction of the diet and the bacterial challenge in early
juveniles. The LH-fed juveniles showed a decrease in PK activity after bacterial exposure,
and the HH-fed juveniles showed lower PK activity under both basal and postchallenge
conditions. Interestingly, both veliger and pediveliger larvae that were fed the HH diet
tended to exhibit increased PK activity after the V. splendidus challenge (Figure 2A).

3.2.2. Citrate Synthase (CS)

The CS basal activity significantly varied during early ontogeny regardless of the
applied diet, and it was higher in the veliger and pediveliger stages than in juveniles
(Figure 2B; ANOVA, Supplementary Table S5). Within each developmental stage, the
analyses showed that CS activity was affected by the diet and the bacterial challenge
only in pediveliger larvae (ANOVA, Supplementary Table S6). CS activity was higher in
pediveligers fed the HH diet at both basal and postchallenge levels; however, CS decreased
after the bacterial challenge in pediveliger fed the LH diet. Interestingly, CS activity tended
to increase in the HH-fed veliger larvae after the challenge (Figure 2B).
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Figure 2. Effect of diets low (LH) and high (HH) in HUFAs on the energy metabolism of larvae and
juveniles of the scallop Argopecten purpuratus under unchallenged (control) and Vibrio splendidus
(VPA18)-challenged conditions. Energy metabolism was measured via the activity of key metabolic
enzymes and their ratios: (A) pyruvate kinase (PK), (B) citrate synthase (CS), and (C) electron
transport system (ETS) activities; and (D) PK:CS (anaerobic to aerobic capacity) and (E) ETS:CS (an
indicator of mitochondrial efficiency) ratios. Different lowercase letters show significant differences
among developmental stages (gray bars) or diet (blue/green bars) (p < 0.05). Asterisks (*) indicate
significant differences between treatments within each developmental stage (p < 0.05); n = 6 pools
per condition.

3.2.3. Electro Transport System (ETS)

The ETS basal activity significantly varied throughout early ontogeny and with the
interaction between ontogeny and diet. The LH-fed pediveliger larvae showed the highest
ETS level (Figure 2C; ANOVA, Supplementary Table S5). Within each developmental stage,
the analyses showed that the ETS activity was not affected by the experimental conditions
in the veliger stage; however, the HH-fed larvae tended to have higher ETS activity than the
LH-fed larvae regardless of the bacterial challenge. For pediveliger larvae, the ETS activity
was affected by the bacterial challenge and the diet but not by the interaction between these
factors. Both basal and postchallenge ETS levels were higher in the LH-fed larvae than in
the HH-fed larvae, and they were not different from the postchallenge HH-fed pediveligers
(ANOVA, Supplementary Table S6). In juveniles, the ETS activity was affected by the diet
only, with those fed the HH diet showing the highest activity.
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3.2.4. PK:CS

The PK:CS ratio was significantly affected by the developmental stage and the diet.
Pediveliger larvae showed the lowest PK:CS basal ratio, and larvae and juveniles fed the
LH diet showed higher PK:CS ratios than those fed the HH diet (Figure 2D; ANOVA,
Supplementary Table S5). The analyses made within each developmental stage revealed
that only pediveliger larvae were affected by the diet, where those fed the LH diet showed
a higher PK:CS ratio than those fed the HH diet (ANOVA, Supplementary Table S6).

3.2.5. ETS:CS

The ETS:CS ratio was significantly affected by the developmental stage, the diet, and
the interaction between these factors (Figure 2E; ANOVA, Supplementary Table S5). The
basal ETS:CS ratios were higher in LH pediveligers and in HH juveniles. The within-
developmental-stage analyses revealed that this parameter was affected by the interaction
between the diet and the bacterial challenge at the veliger stage (ANOVA, Supplementary
Table S6), with the HH-fed veligers showing higher basal ETS:CS than the LH-fed veligers.
This ratio increased after the bacterial challenge in the LH-fed veligers and decreased in
the HH-fed veligers. At the pediveliger stage, both the diet and the challenge affected the
ETS:CS ratio. The bacterial challenge caused an increase in the ETS:CS ratio regardless of
the dietary treatment, although this ratio was higher in the LH-fed pediveligers. Last, in
early juveniles, only the diet affected the ETS:CS ratio, where those fed the HH diet showed
the highest ratio.

3.3. Respiration Rate

The metabolic capacity measured through enzymatic activities was complemented
with the respiration rate, measured as the individual oxygen consumption rate in the
veliger larvae. The respiration rate was significantly affected by the interaction between
the diet and the bacterial challenge (Figure 3; ANOVA, Supplementary Table S7). Veliger
larvae fed the HH diet presented higher routine respiration rates than those fed the LH
diet. However, after the bacterial challenge, both the LH- and HH-fed veligers exhibited
drastically decreased respiration rates.
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Figure 3. Effect of diets with low (LH) and high (HH) HUFAs on the respiration rate of veliger larvae
of the scallop Argopecten purpuratus under unchallenged (routine) and Vibrio splendidus (VPA18)-
challenged conditions. Different lowercase letters indicate significant differences between treatments
(p < 0.05); n = 6 pools per condition.

3.4. Expression of Immune-Related Genes

The basal expression of all the analyzed immune-related genes changed through the
ontogenic stages, and most of them were also affected by the dietary treatment (Figure 4;
ANOVA, Supplementary Table S8). The relative expression of the recognition receptor
ApTLR was highest in the veliger larvae and lowest in the pediveliger larvae, and was higher
in the LH-fed larvae than in the HH-fed larvae at the basal level (Figure 4A). The analyses



Animals 2023, 13, 1416 13 of 23

within each developmental stage showed a significant interaction between the diet and the
bacterial challenge at the veliger stage. ApTLR was overexpressed after bacterial challenge
only in the HH-fed veliger larvae (Figure 4A; ANOVA, Supplementary Table S9). A similar
result was observed in pediveliger larvae, where postchallenge ApTLR overexpression
was observed only in the HH-fed larvae. In early juveniles, only the diet affected ApTLR
expression, where those fed the LH diet showed the highest expression.
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Figure 4. Effect of diets with low (LH) and high (HH) HUFAs on the expression of immune-related
genes in larvae and juveniles of the scallop Argopecten purpuratus under unchallenged and Vibrio
splendidus (VPA18)-challenged conditions. (A) Toll-like receptor (ApTLR), (B) inhibitor of NF-kB
(ApIkB), (C) big defensin antimicrobial peptide (ApBD1), (D) LPS-binding/bacterial permanently
increasing protein (ApLBP/BPI1), and (E) G-type lysozyme (ApGLys). Different lowercase letters show
significant differences among developmental stages (gray bars) or diet (blue/green bars) (p < 0.05).
Asterisks (*) indicate significant differences between treatments within each developmental stage
(p < 0.05); n = 6 pools per condition.

The basal ApIkB expression throughout early ontogeny was affected by the devel-
opmental stage, the diet, and the interaction between these factors (Figure 4B; ANOVA,
Supplementary Table S8). The pediveliger larval stage presented the highest basal ApIkB
expression regardless of the diet type, followed by the HH-fed veliger larvae and the
LH-fed veligers and juveniles, which presented the lowest expression. The within-stage
analyses revealed that only the diet affected ApIkB expression at the veliger stage, and
those fed the HH diet showed the highest expression. The interaction between diet and
immune challenge affected ApIkB expression in pediveliger larvae. The LH-fed larvae
overexpressed this gene after the challenge, and the HH-fed pediveligers maintained high
basal and postchallenge levels, similar to the LH-fed pediveligers. ApIkB expression was
only affected by the bacterial challenge in early juveniles, and its expression was decreased
after bacterial exposure in both the LH- and HH-fed juveniles.

The basal expression of the antimicrobial peptide ApBD1 was affected by the de-
velopmental stage and its interaction with the dietary treatment (Figure 4C; ANOVA,
Supplementary Table S8). The veliger larvae exhibited the highest basal expression, while
the pediveligers showed the lowest ApBD1 expression. However, basal ApBD1 was higher
in the LH-fed juveniles than in the HH-fed juveniles. The within-stage analyses showed
that ApBD1 expression was not affected by the contrasting factors at the veliger stage,
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but pediveligers were affected by both diet and bacterial challenge, and juveniles were
only affected by the diet (ANOVA, Supplementary Table S9). ApBD1 expression increased
significantly after bacterial challenge in both the LH- and HH-fed pediveligers, attaining
similar levels (Figure 4C). The LH-fed juveniles showed higher ApBD1 expression than the
HH-fed individuals at both basal and postchallenge levels.

The basal expression of the antimicrobial protein ApLBP/BPI1 varied during early
ontogeny due only to the developmental stage, with the pediveliger larvae showing the
highest expression regardless of the diet (Figure 4D; ANOVA, Supplementary Table S8).
The analyses within each developmental stage showed that ApLBP/BPI1 expression was
not affected by the contrasting factors at the veliger and juvenile stages. Nonetheless,
pediveligers were affected by both diet and bacterial challenge (ANOVA, Supplementary
Table S9). ApLBP/BPI1 expression increased significantly after the bacterial challenge only
in the HH-fed pediveligers, whereas the LH-fed pediveligers maintained their expression
after the bacterial challenge (Figure 4D).

The basal expression of the antimicrobial effector ApGLys varied during early ontogeny
due to the developmental stage and the diet but was not affected by the interaction of
these factors (Figure 4E; ANOVA, Supplementary Table S8). The LH-fed pediveliger larvae
showed the highest basal expression, followed by the veliger larvae and the HH-fed
pediveliger larvae. The lowest basal level was observed in the HH-fed juveniles. Within-
developmental-stage analyses revealed that only the veligers fed the HH diet significantly
overexpressed ApGLys after the bacterial challenge (ANOVA, Supplementary Table S9).
ApGLys expression was affected only by diet in the juveniles, with those fed the LH diet
showing higher expression than those fed the HH diet regardless of the bacterial challenge.

3.5. Vibrio Proliferation

The capacity to control Vibrio proliferation at the basal level and after bacterial chal-
lenge with VPAP18 was evaluated in veliger larvae fed the LH and HH diets. Both the diet
and the bacterial challenge affected the number of Vibrio colony-forming units (cfu) in the
veliger larvae (ANOVA, Supplementary Table S10). The unchallenged larvae showed lower
cfu content than the postchallenge veligers, with a tendency to be higher in LH larvae at
the basal level. However, after the VPAP18 challenge, Vibrio cfu levels were significantly
lower in the HH-fed veligers than in the LH-fed veligers (Figure 5). The control TCBS
agar plates inoculated with each microalgae diet used for veliger feeding did not present
Vibrio growth.
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Figure 5. Total Vibrio colony-forming unit (cfu) counts in Argopecten purpuratus veliger larvae fed
diets low (LH) and high (HH) in HUFAs and under unchallenged (control) and challenged with
Vibrio splendidus (VPAP18) conditions. The lowercase letter indicates significant differences among
treatments (p < 0.05); n = 3 pools per condition.

3.6. Growth and Survival

Growth was measured in larval cultures from two independent spawnings, but only in
the second spawning event was the density adjusted according to the differential survival
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rate observed in each dietary treatment. In each culture, the applied diet affected the
larval size and survival in interaction with the time of culture (ANOVA, Supplementary
Table S10). During the first culture experiment, the LH-fed individuals were larger than
the HH-fed individuals from Day 16 (late veliger) until Day 44 at the early juvenile stage
(Figure 6A). However, during the second culture (where density was adjusted), the larval
sizes were larger (22–25%) in the HH-fed larvae than in the LH-fed larvae from Day 6 (early
veliger) until Day 20 (late veliger), when this culture was stopped due to technical problems
(Figure 6B). On the other hand, the survival rate was consistently higher (20–25%) in larvae
(or early juveniles) fed the HH diet than in those fed the LH diet in both cultures (Figure 6C).
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Figure 6. Growth and survival rates of Argopecten purpuratus larvae and early juveniles fed diets
low (LH) and high (HH) in HUFAs. Growth rates are shown for two cultures; (A) the density was
not adjusted and (B) the density was adjusted according to the differential survival rate observed
in each dietary treatment. The survival rate (C) for both cultures is presented in the same graph
(second culture indicated by the red line). Asterisks (*) indicate significant differences between dietary
treatments at each developmental stage (p < 0.05).

4. Discussion

In aquaculture, the formulation of specific diets normally seeks to increase growth
and survival in the different stages of organism development. This improvement is es-
pecially critical in the early developmental stages, as in a short period of time there are
important changes in the metabolic demands associated with the morphogenesis pro-
cess. Additionally, during early ontogeny, massive mortalities caused by Vibrio pathogens
have been observed in Argopecten purpuratus hatcheries, mainly at the veliger stage [41].
Previous findings suggest that the higher susceptibility of veliger larvae to bacterial in-
fections would be associated with a lower metabolic capacity to support the immune
response [14,25]. The results obtained in the present study indicate that the administration
of a diet rich in highly unsaturated fatty acids (HUFAs) (an essential component in the diet
of bivalve mollusks [33,63]) to scallop larvae increases cell membrane fluidity and energy
metabolic capacity, and enhances the immune response capacity and ability to control
Vibrio proliferation.
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4.1. Effect of Dietary HUFA Levels on Cellular Membrane Fluidity during Early Development

One of the aspects that could improve the incorporation of HUFAs in diets is the
fluidity of cell membranes. Thus, the effect of feeding with microalgae with contrasting
levels of HUFAs on larval membrane fluidity was evaluated first in the present study.

The cell membrane fluidity was measured through DPH, TMA-DPH, and Laurdan PG
anisotropy by fluorescence spectroscopy analysis. A lower DPH anisotropy and Laurdan
generalized polarization (indicative of a modification in both the fatty acid hydrophobic
tails and phospholipid head polar groups of cell membranes) were found in veliger larvae
fed the high in HUFAs (HH) diet compared with those fed the diet low in HUFAs (LH),
indicating higher membrane fluidity. Consistently, the HH-fed juveniles also presented
a higher fluidity in the fatty acid lipid tails but not in the hydrophilic layer, as shown
by the lower DPH anisotropy. Conversely, anisotropy parameters were not affected by
dietary treatments in the pediveliger larvae. Together, these results suggest that dietary
HUFA levels contained in microalgae-based diets affect the membrane composition in
some stages of the early development of A. purpuratus, directly altering its fluidity. In
agreement with these results, a recent study using lipidomic analyses reported that dietary
fatty acids influence cellular membrane fluidity in mussel larvae and juveniles [64]. It
has also been reported that lipid content variation in A. purpuratus adults, specifically
phosphatidylcholine, cholesterol, and triglycerides, is influenced by dietary lipids [65],
with both cholesterol and triglycerides affecting membrane fluidity [65].

The increase in membrane fluidity would be associated with an improvement in the
efficiency of membrane protein activity, with higher metabolic rates in cells with more
polyunsaturated membranes (reviewed by [27]). Interestingly, our results show that the
veliger larvae fed the HH diet, along with presenting the highest levels of membrane
fluidity, presented higher routine metabolic rates than the LH-fed veligers. This could
facilitate metabolic support of vital activities, including the immune response capacity, as
shown in mouse macrophages, which increased their phagocytic capacity after having been
fed a diet rich in HUFAs [66].

Cell membrane fluidity was not different between the pediveliger larvae fed the HH
and LH diets. Triglycerides instead of membrane lipids have been proposed as a main
energy source for A. purpuratus pediveliger larvae [65]. Additionally, HUFAs such as EPA
and ARA are used as energy sources [67], but DHA, which plays mainly a structural role
(i.e., cellular membranes), was the main HUFA in the HH diet supplied in the present study.
On the other hand, less complex lipids, such as monounsaturated (MFA) and saturated
(SFA) fatty acids, are important energy sources for scallop larvae [30,68], especially palmitic
(16:0) and palmitoleic acid (16:1), because they are more assimilable than HUFAs through
the β-oxidation pathway [69]. Although the total lipid content was similar between the
supplied HH and LH diets, the SFA content was higher in the HH diet, suggesting a
potential higher energy availability for larvae fed this diet. Additionally, a high SFA diet
content has been associated with a greater adhesion capacity to bacterial films in mouse
macrophages, suggesting a positive effect on the immune response capacity [66].

4.2. Effect of Dietary HUFA Levels on Energy Metabolism during Early Development and
Bacterial Challenge

Energy metabolism was measured throughout early ontogeny via key metabolic
enzymes and their ratios. The results showed that, regardless of the applied diet, glycolytic
anaerobic support of energy metabolism is more important in the early (veliger larvae)
than in late developmental stages (juveniles) at basal levels, as indicated by the PK activity.
The anaerobic capacity could be related to a higher natatory demand in early larval stages
adapted to planktonic habits [70]. Interestingly, aerobic support of energy metabolism
was higher in the pediveliger stage (CS and ETS activities) and more efficient in the LH-
fed pediveligers (ETS:CS ratios). On the other hand, as previously found [25], veliger
larvae showed low aerobic energy efficiency, but this was improved in the HH-fed veligers.
Indeed, during larval culture, a greater natatory capacity was observed in the HH-fed
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veliger larvae than in the LH-fed veliger larvae. In general, the early juveniles showed the
lowest enzyme activities, which can be associated with the change from planktonic (highly
active) to benthonic (more sedentary) lifestyles [71]. Nevertheless, the juveniles fed the HH
diet showed a higher aerobic energy efficiency than the LH-fed juveniles.

While no changes were observed in the anaerobic and aerobic energy support in
the LH-fed veligers after the bacterial challenge, a clear tendency to increase associated
enzyme activities (PK and CS) was observed in the HH-fed veligers. Furthermore, an
increase in energy production efficiency via aerobic metabolism was observed in both the
LH- and HH-fed pediveligers. The observed increase in the activity of key enzymes could
be associated with a metabolic strategy to compensate for the reduction in respiration
rates after bacterial challenge. In this sense, the HH-fed veligers and pediveligers were
capable of compensating by both the glycolytic anaerobic and aerobic pathways, likely via
an increase in mitochondrial abundance (as indicated by CS levels). On the other hand,
the LH-fed larvae compensated for the postchallenge reduction in the respiration rate by
increasing electron transport activity (i.e., mitochondrial efficiency) and thus only by the
aerobic pathway. Indeed, previous findings suggest that stressful conditions suppress
anaerobic energy metabolism [72], which could explain the LH-fed larvae’s low capacity to
augment PK activity.

Although these results shed some light on the metabolic support to overcome a
bacterial challenge in scallop larvae, further research is needed to elucidate this aspect.
Along this line, it was recently found that after exposure to a bacterial pathogen, there is a
strong activation of many biological processes associated with lipid metabolism (including
some HUFAs) in A. purpuratus veliger larvae, suggesting that the mobilization of these
energy molecules supports the immune response [73]. This finding reinforces the idea of
the energetic cost of the immune response and the proposed strategy to improve larval
immune capacity via HUFA enrichment of their diet. However, the efficiency of the energy
support by the lipid pathways should be further explored.

4.3. Effect of Dietary HUFAs on the Expression of Immune-Related Genes in Larvae and
Early Juveniles

A recent study indicated that both front-loading and efficient induction of immune
genes contribute to bacterial pathogen resistance in scallop A. purpuratus larvae [73]. Thus,
herein, we evaluated the effect of dietary HUFA levels on both the basal (i.e., front-loading)
and postchallenge expression of key immune genes previously characterized for A. purpu-
ratus [14,74]. Selected genes are associated with pathogen recognition (ApTLR), transcrip-
tional regulation (ApIkB), and antimicrobial effectors (antimicrobial peptides and proteins:
ApBD1, ApLBP/BPI1, and ApGlys). The results showed that the basal expression of all the
immune-related genes changed with the ontogenic stage, and most of them also changed
with diet; however, the changes depended on the gene, without a consistent pattern among
them. Interestingly, contrary to previous findings [14], veliger larvae showed higher basal
levels of ApTLR and ApBD1 than pediveligers and juveniles, which suggests that dietary
treatment alters basal immune-related gene expression.

The effect of dietary treatment on the capacity to induce immune genes after a bacterial
challenge was different for each developmental stage. The fact that the veliger larvae fed
the HH diet presented the highest postchallenge induction of ApTLRs and ApGlys and were
able to maintain high basal ApIkB and ApBD1 levels constitutes an improvement in the
immune response at this larval stage. Additionally, pediveligers fed the HH diet were
capable of inducing ApTLR and ApBD1 but at a similar level to the LH-fed pediveligers,
which implies that dietary HUFAs apparently did not affect the expression of these genes.
However, only the HH-fed pediveligers were able to induce the antimicrobial protein
ApLBP/BPI1. Toll-like receptors (TLRs) are membrane-anchored proteins that recognize
a wide range of MAMPs/PAMPs and initiate the activation of intracellular signaling
cascades, regulating the transcription of a wide range of immune genes [75]. The enhanced
postchallenge induction of this receptor in the HH-fed veligers could be associated with
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the higher cellular membrane fluidity observed in these larvae, which could confer an
increased efficiency to proteins that are embedded in these membranes. Indeed, TLRs
initiate downstream signaling via the Rel/NF-kB signaling pathway [76], and it has been
suggested that ApIkB controls the expression of big defensin (ApBD1) via the regulation of
Rel/NF-kB in A. purpuratus [77]. Thus, the observed higher postchallenge ApTLR levels in
the HH-fed veligers are consistent with the high expression levels of the associated signaling
(ApIkB) and antimicrobial effector (ApBD1 and ApGlys) genes observed in these larvae.

Overall, these results suggest that the application of a diet rich in HUFAs enhances the
immune response capacity of veliger and pediveliger scallop larvae, including the capacity
to recognize, regulate, and induce antimicrobial effectors that control pathogen infection.

4.4. Effect of Dietary HUFAs on Vibrio Proliferation in Challenged Veliger Larvae

The capacity to reduce Vibrio proliferation after exposure to the V. splendidus VPAP18
pathogen strain was then compared in veligers fed the HH and LH diets. The results
revealed that although basal total Vibrio cfu counts were similar between the HH- and
LH-fed larvae, after the VPAP18 challenge, total Vibrio proliferation in LH veligers was
three-fold higher than in HH larvae. In addition, the proliferation of total Vibrio in the
HH-fed larvae was not different from the basal Vibrio cfu count. These results suggest
that dietary HH enhances the capacity of veliger larvae to control Vibrio proliferation after
exposure to pathogenic bacteria.

The outcome of infectious diseases depends in part on the capacity of the host to
control pathogens [78], and this ability is strongly associated with the immune capacity
of scallop larvae [73]. Thus, the higher immune response capacity observed in the HH-
fed veligers, especially at the level of pathogen recognition and antimicrobial-associated
molecules, could be the basis of the observed enhanced ability to control Vibrio proliferation
after a pathogen challenge. Indeed, lysozyme functions as a crucial biodefense effector
against the invasion of bacterial pathogens [79,80], and some studies have demonstrated
that molecules could augment the activity of antimicrobial peptides (AMPs) through a
synergistic mechanism [81,82], which would be consistent with the observed results.

4.5. Effect of Dietary HUFA Levels on Growth and Survival during Early Development

Finally, growth and survival performances were compared between cultures fed
with contrasting HUFA levels. Survival was significantly higher (20–25%) in larvae and
early juveniles fed the HH diet; thus, in the first culture, density-dependent growth was
observed, where the LH diet showed higher growth. High larval density implies less food
availability, increased larval collision probability (mechanical stress), higher metabolic
rates, and higher metabolite accumulation [83,84]. Thus, in the second culture, density was
corrected according to observed survival rates, and as a result, the HH-fed larvae showed
higher growth than the LH-fed larvae. Similar results have been reported for blue mussels,
for which the application of a lipid-rich diet was associated with higher growth at the
juvenile stage [85].

Lipids, particularly those with high contents of HUFAs, are essential components of
the diet for scallops during early ontogeny; thus, these results are consistent with those
of previous studies [33,51,65,86]. However, here, for the first time, commercial microalgae
used for feeding scallop larvae were improved in their HUFA content through nutritional
modifications during culture [46]. Indeed, this strategy allowed an almost three-fold
increase in total HUFAs, mainly DHA, which, due to their role in maintaining the structural
and functional integrity of biological membranes, facilitates rapid conformational changes
in membrane proteins and growth-associated processes [87,88].

The intensive culture of scallop larvae in hatcheries involves exposure to various
stressors that could decrease culture survival and yield. The greater survival observed in
larvae fed the HH diet could be associated with greater availability of energy to tolerate
these stress levels. For example, A. purpuratus larvae with a higher content of HUFAs
presented a greater capacity to induce the anti-stress protein HSP70 after exposure to
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culture manipulations [89]. On the other hand, greater antioxidant and anti-inflammatory
capacities have been associated with feeding mice diets rich in DHA [90]. These and other
aspects could be the basis of the higher survival rates in larvae and early juveniles fed the
HH diet observed in this study.

5. Conclusions

The administration of a diet based on microalgae high in HUFAs during scallop
early ontogeny increased cell membrane fluidity and energy metabolic capacity, which
in turn enhanced immune capacity and resistance to bacterial infection. Finally, given
the additional enhancement of growth and survival, the administration of microalgae
with high HUFA content would be a promising strategy for improving scallop larval
production efficiency.

Supplementary Materials: The following supporting information can be downloaded at https:
//www.mdpi.com/article/10.3390/ani13081416/s1, Figure S1. Experimental design applied to
larvae and early juveniles of the scallop Argopecten purpuratus. Larvae and juveniles were grown
with diets based on microalgae high and low in HUFAs and then exposed to the pathogenic Vibrio
splendidus strain VPAP18 for 24 h at the veliger (8 dpf), pediveliger (21 dpf), and early juvenile (40 dpf)
stages. Table S1. Proximal composition and fatty acid profile of microalgal species used in scallop
diets cultivated with or without nutritional modification (WNM and NNM, respectively). Lowercase
letters indicate significant differences (p < 0.05) between every microalga species. Table S2. T-test
comparing proximal composition and fatty acid profile in each microalga used for dietary treatment
and cultured with or without nutritional modification. Significant differences (p < 0.05) are in bold.
Table S3. Nucleotide sequences of primers for RT–qPCR used in this study. Table S4. Two-way
ANOVA (A) and robust two-way ANOVA (B) evaluating the effect of ontogenic stage and dietary
treatment on DPH and TMADPH (A), and Laurdan PG (B) in larvae and early juveniles of the scallop
A. purpuratus. Significant differences (p < 0.05) are in bold. Table S5. Two-way ANOVA evaluating
the effect of ontogenic stage and dietary treatment on the PK, CS, and ETS activities and the PK:CS
and ETS:CS ratios in larvae and early juveniles of the scallop A. purpuratus. Significant differences
(p < 0.05) are in bold. Table S6. Two-way ANOVA evaluating the effect of bacterial challenge with
V. splendidus VPAP18 and dietary treatment on the PK, CS, and ETS enzyme activities and the PK:CS
and ETS:CS ratios in larvae and early juveniles of the scallop A. purpuratus. Significant differences
(p < 0.05) are in bold. Table S7. Two-way ANOVA evaluating the effect of diet and bacterial chal-
lenge on the respiration rate (nmol O2·h−1·ind−1) in veliger larvae of the scallop A. purpuratus.
Table S8. Two-way ANOVA evaluating the effect of ontogenic stage on the basal relative mARN ex-
pression of ApTLR, ApIkB, ApBD1, ApLBP/BPI, and ApGLys in larvae and early juveniles of the scallop
A. purpuratus. Significant differences (p < 0.05) are in bold. Table S9. Two-way ANOVA evaluating the
effect of dietary treatment and bacterial exposure to V. splendidus VPAP18 on the relative expression of
immune-related genes (ApTLR, ApIkB, ApBD1, ApLBP/BPI1, and ApGLys) in larvae and early juveniles
of the scallop A. purpuratus. Significant differences (p < 0.05) are in bold. Table S10. Two-way ANOVA
evaluating the effect of dietary treatment and bacterial exposure to V. splendidus VPAP18 on total
Vibrio growth in veliger larvae of the scallop A. purpuratus. Significant differences (p < 0.05) are in
bold. Table S11. Two-way ANOVA evaluating the effect of farming time and dietary treatment on
A. purpuratus larval growth/length and survival. Significant differences (p < 0.05) are in bold.
References [91,92] are cited in the supplementary materials.

Author Contributions: I.R.: methodology, validation, investigation, visualization, data curation,
formal analysis, writing—original draft, reviewing, and editing. C.B.C.: methodology, software, in-
vestigation, validation, reviewing and editing. Y.D.: methodology, formal analysis; K.J.: methodology,
formal analysis; J.R.: methodology, investigation, visualization. M.A.: methodology, investigation,
visualization. M.E.T.: methodology, formal analysis, investigation, visualization. L.A.: reviewing
and editing, resources, visualization. G.Á.: reviewing and editing, resources, visualization. P.S.:
conceptualization, methodology, reviewing and editing, funding acquisition. K.B.: conceptualiza-
tion, methodology, supervision, resources, writing—reviewing and editing, funding acquisition.
All authors have read and agreed to the published version of the manuscript.

https://www.mdpi.com/article/10.3390/ani13081416/s1
https://www.mdpi.com/article/10.3390/ani13081416/s1


Animals 2023, 13, 1416 20 of 23

Funding: This study was supported by the Chilean National Fund for Scientific and Technological
Development, FONDECYT # 1170118 to KB, CC, and PS. I.R. was supported by a doctoral scholarship
from CONICYT-PFCHA/DOCTORADO NACIONAL/2017-21170162.

Institutional Review Board Statement: The animal study protocol was approved by the Institutional
Ethics Scientific Committee of Universidad Católica del Norte (CEC UCN N◦ 06, 30 March 2020).

Informed Consent Statement: Not applicable.

Data Availability Statement: All datasets generated and/or analyzed in the present study are
available from the corresponding author upon request.

Acknowledgments: We would like to thank the Laboratorio Central de Cultivos Marinos of the
UCN for providing the infrastructure for carrying out the experiments, and especially German Lira
and Daniel Aguilera for animal maintenance. We also thank Ana Mercado for helping with the
experiments, and William Farías for helping with the statistical analyses.

Conflicts of Interest: The authors declare no conflict of interest.

References
1. FAO. FAO STATS. License: CC BY-NC-SA 3.0 IGO. Available online: https://www.fao.org/fishery/statistics-query/en/

aquaculture (accessed on 7 July 2022).
2. Cai, J.; Han, Y.; Wang, Z. Isolation of Vibrio parahaemolyticus from abalone (Haliotis diversicolor supertexta L.) postlarvae associated

with mass mortalities. Aquaculture 2006, 257, 161–166. [CrossRef]
3. Liu, R.; Qiu, L.; Yu, Z.; Zi, J.; Yue, F.; Wang, L.; Zhang, H.; Teng, W.; Liu, X.; Song, L. Identification and characterisation of

pathogenic Vibrio splendidus from Yesso scallop (Patinopecten yessoensis) cultured in a low temperature environment. J. Invertebr.
Pathol. 2013, 114, 144–150. [CrossRef]

4. Dubert, J.; Romalde, J.L.; Prado, S.; Barja, J.L. Vibrio bivalvicida sp. nov., a novel larval pathogen for bivalve molluscs reared in a
hatchery. Syst. Appl. Microbiol. 2016, 39, 8–13. [CrossRef] [PubMed]

5. Urtubia, R.; Miranda, C.D.; Rodríguez, S.; Dubert, J.; Barja, J.L.; Rojas, R. First Report, Characterization and Pathogenicity of
Vibrio chagasii Isolated from Diseased Reared Larvae of Chilean Scallop, Argopecten purpuratus (Lamarck, 1819). Pathogens 2023,
12, 183. [CrossRef]

6. Riquelme, C.; Hayashida, G.; Toranzo, A.E.; Vilches, J.; Chavez, P. Pathogenicity studies on a Vibrio anguillarum-related (VAR)
strain causing an epizootic in Argopecten purpuratus larvae cultured in Chile. Dis. Aquat. Organ. 1995, 22, 135–141. [CrossRef]

7. Rojas, R.; Miranda, C.D.; Opazo, R.; Romero, J. Characterization and pathogenicity of Vibrio splendidus strains associated with
massive mortalities of commercial hatchery-reared larvae of scallop Argopecten purpuratus (Lamarck, 1819). J. Invertebr. Pathol.
2015, 124, 61–69. [CrossRef]

8. Rojas, R.; Miranda, C.D.; Santander, J.; Romero, J. First report of Vibrio tubiashii associated with a massive larval mortality event in
a commercial hatchery of scallop Argopecten purpuratus in Chile. Front. Microbiol. 2016, 7, 1473. [CrossRef]

9. Garnier, M.; Labreuche, Y.; Garcia, C.; Robert, M.; Nicolas, J.L. Evidence for the involvement of pathogenic bacteria in summer
mortalities of the pacific oyster Crassostrea gigas. Microb. Ecol. 2007, 53, 187–196. [CrossRef]

10. Delaunay, F.; Marty, Y.; Moal, J.; Samain, J.F. Growth and lipid class composition of Pecten maximus (L.) larvae grown under
hatchery conditions. J. Exp. Mar. Bio. Ecol. 1992, 163, 209–219. [CrossRef]

11. Revilla, J.; Márquez, A.; Lodeiros, C.; Sonnenholzner, S. Experimental cultures of giant lion’s paw Nodipecten subnodosus in
equatorial waters of the eastern pacific: Progress in larval development and suspended culture. Lat. Am. J. Aquat. Res. 2019,
47, 818–825. [CrossRef]

12. Genard, B.; Moraga, D.; Pernet, F.; David, É.; Boudry, P.; Tremblay, R. Expression of candidate genes related to metabolism,
immunity and cellular stress during massive mortality in the American oyster Crassostrea virginica larvae in relation to biochemical
and physiological parameters. Gene 2012, 499, 70–75. [CrossRef] [PubMed]

13. Yue, F.; Shi, X.; Zhou, Z.; Wang, L.; Wang, M.; Yang, J.; Qiu, L.; Song, L. The expression of immune-related genes during the
ontogenesis of scallop Chlamys farreri and their response to bacterial challenge. Fish Shellfish Immunol. 2013, 34, 855–864. [CrossRef]

14. Rojas, I.; Cárcamo, C.; Stambuk, F.; Mercado, L.; Rojas, R.; Schmitt, P.; Brokordt, K. Expression of immune-related genes during
early development of the scallop Argopecten purpuratus after Vibrio splendidus challenge. Aquaculture 2021, 533, 736132. [CrossRef]

15. Coyne, V.E. The importance of ATP in the immune system of molluscs. Invertebr. Surviv. J. 2011, 8, 48–55.
16. Cochennec-Laureau, N.; Auffret, M.; Renault, T.; Langlade, A. Changes in circulating and tissue-infiltrating hemocyte parameters

of European flat oysters, Ostrea edulis, naturally infected with Bonamia ostreae. J. Invertebr. Pathol. 2003, 83, 23–30. [CrossRef]
[PubMed]

17. Desjardins, M.; Houde, M.; Gagnon, E. Phagocytosis: The convoluted way from nutrition to adaptive immunity. Immunol. Rev.
2005, 207, 158–165. [CrossRef]

18. Somboonwiwat, K.; Chaikeeratisak, V.; Wang, H.C.; Fang Lo, C.; Tassanakajon, A. Proteomic analysis of differentially expressed
proteins in Penaeus monodon hemocytes after Vibrio harveyi infection. Proteome Sci. 2010, 8, 39. [CrossRef]

https://www.fao.org/fishery/statistics-query/en/aquaculture
https://www.fao.org/fishery/statistics-query/en/aquaculture
https://doi.org/10.1016/j.aquaculture.2006.03.007
https://doi.org/10.1016/j.jip.2013.07.005
https://doi.org/10.1016/j.syapm.2015.10.006
https://www.ncbi.nlm.nih.gov/pubmed/26654527
https://doi.org/10.3390/pathogens12020183
https://doi.org/10.3354/dao022135
https://doi.org/10.1016/j.jip.2014.10.009
https://doi.org/10.3389/fmicb.2016.01473
https://doi.org/10.1007/s00248-006-9061-9
https://doi.org/10.1016/0022-0981(92)90050-K
https://doi.org/10.3856/vol47-issue5-fulltext-11
https://doi.org/10.1016/j.gene.2012.02.021
https://www.ncbi.nlm.nih.gov/pubmed/22417898
https://doi.org/10.1016/j.fsi.2012.12.023
https://doi.org/10.1016/j.aquaculture.2020.736132
https://doi.org/10.1016/S0022-2011(03)00015-6
https://www.ncbi.nlm.nih.gov/pubmed/12725808
https://doi.org/10.1111/j.0105-2896.2005.00319.x
https://doi.org/10.1186/1477-5956-8-39


Animals 2023, 13, 1416 21 of 23

19. Rantala, M.J.; Roff, D.A. An analysis of trade-offs in immune function, body size and development time in the Mediterranean
Field Cricket, Gryllus bimaculatus. Funct. Ecol. 2005, 19, 323–330. [CrossRef]

20. Soler, J.J.; De Neve, L.; Pérez-Contreras, T.; Soler, M.; Sorci, G. Trade-off between immunocompetence and growth in magpies: An
experimental study. Proc. R. Soc. B Biol. Sci. 2003, 270, 241–248. [CrossRef]

21. Kraaijeveld, A.R.; Limentani, E.C.; Godfray, H.C.J. Basis of the trade-off between parasitoid resistance and larval competitive
ability in Drosophila melanogaster. Proc. R. Soc. B Biol. Sci. 2001, 268, 259–261. [CrossRef]

22. Brokordt, K.; Defranchi, Y.; Espósito, I.; Cárcamo, C.; Schmitt, P.; Mercado, L.; De la Fuente-Ortega, E.; Rivera-Ingraham, G.A.
Reproduction immunity trade-off in a mollusk: Hemocyte energy metabolism underlies cellular and molecular immune responses.
Front. Physiol. 2019, 10, 77. [CrossRef] [PubMed]

23. Farías, A.; Uriarte, I.; Castilla, J.C. A biochemical study of the larval and postlarval stages of the Chilean scallop Argopecten
purpuratus. Aquaculture 1998, 166, 37–47. [CrossRef]

24. García-Esquivel, Z.; Bricelj, V.M.; González-Gómez, M.A. Physiological basis for energy demands and early postlarval mortality
in the Pacific oyster, Crassostrea gigas. J. Exp. Mar. Bio. Ecol. 2001, 263, 77–103. [CrossRef]

25. Rojas, I.; Rivera-ingraham, G.A.; Cárcamo, C.B.; Jeno, K.; De Fuente-ortega, E.; Schmitt, P.; Brokordt, K. Metabolic cost of the
immune response during early ontogeny of the scallop Argopecten purpuratus. Front. Physiol. 2021, 12, 718467. [CrossRef]
[PubMed]

26. Riquelme, C.; Hayashida, G.; Vergara, N.; Vasquez, A.; Morales, Y.; Chavez, P. Bacteriology of the scallop Argopecten purpuratus
(Lamarck, 1819) cultured in Chile. Science 1995, 138, 49–60. [CrossRef]

27. Hulbert, A.J.; Turner, N.; Storlien, L.H.; Else, P.L. Dietary fats and membrane function: Implications for metabolism and disease.
Biol. Rev. Camb. Philos. Soc. 2005, 80, 155–169. [CrossRef]

28. Delaunay, F.; Marty, Y.; Moal, J.; Samain, J.F. The effect of monospecific algal diets on growth and fatty acid composition of Pecten
maximus (L.) larvae. J. Exp. Mar. Bio. Ecol. 1993, 173, 163–179. [CrossRef]

29. Delaporte, M.; Soudant, P.; Moal, J.; Lambert, C.; Quéré, C.; Miner, P.; Choquet, G.; Paillard, C.; Samain, J.F. Effect of a mono-
specific algal diet on immune functions in two bivalve species—Crassostrea gigas and Ruditapes philippinarum. J. Exp. Biol. 2003,
206, 3053–3064. [CrossRef]

30. Pernet, F.; Bricelj, V.M.; Parrish, C.C. Effect of varying dietary levels ofω6 polyunsaturated fatty acids during the early ontogeny
of the sea scallop, Placopecten magellanicus. J. Exp. Mar. Bio. Ecol. 2005, 327, 115–133. [CrossRef]

31. Kheder, R.B.; Quéré, C.; Moal, J.; Robert, R. Effect of nutrition on Crassostrea gigas larval development and the evolution of
physiological indices. Part A: Quantitative and qualitative diet effects. Aquaculture 2010, 305, 165–173. [CrossRef]

32. Marty, Y.; Delaunay, F.; Moal, J.; Samain, J.-F. Changes in the fatty acid composition of Pecten maximus (L.) during larval
development. J. Exp. Mar. Bio. Ecol. 1992, 163, 221–234. [CrossRef]

33. Soudant, P.; Marty, Y.; Moal, J.; Masski, H.; Samain, J.-F. Fatty acid composition of polar lipid classes during larval development
of scallop Pecten maximus (L.). Comp. Biochem. Physiol. A Mol. Integr. Physiol. 1998, 121, 279–288. [CrossRef]

34. Caers, M.; Coutteau, P.; Cure, K.; Morales, V.; Gajardo, G.; Sorgeloos, P. The Chilean scallop Argopecten purpuratus
(Lamarck, 1819): I. Fatty acid composition and lipid content of six organs. Comp. Biochem. Physiol. B Biochem. Mol. Biol.
1999, 123, 89–96. [CrossRef]

35. Pernet, F.; Bricelj, V.M.; Cartier, S. Lipid class dynamics during larval ontogeny of sea scallops, Placopecten magellanicus, in relation
to metamorphic success and response to antibiotics. J. Exp. Mar. Bio. Ecol. 2006, 329, 265–280. [CrossRef]

36. Palma-Fleming, H.; Navarro, J.M.; Peña, E.; Martínez, G. Effect of three conditioning diets on the fatty acid composition of gonads
and muscle of Argopecten purpuratus. New Zeal. J. Mar. Freshw. Res. 2002, 36, 605–620. [CrossRef]

37. Lehninger, N. Bioquímica. In Lehninger—Principios Bioquim, 5th ed.; Ediciones Omega: Barcelona, Spain, 2009; pp. 184, 201, 202, 203.
38. Pernet, F.; Tremblay, R.; Demers, E.; Roussy, M. Variation of lipid class and fatty acid composition of Chaetoceros muelleri and

Isochrysis sp. Grown in a semicontinuous system. Aquaculture 2003, 221, 393–406. [CrossRef]
39. MacDonald, B.A. Physiological energetics of Japanese scallop Patinopecten yessoensis larvae. J. Exp. Mar. Bio. Ecol. 1988,

120, 155–170. [CrossRef]
40. Hernández, Y.K.C.; Ortiz, E.A.; Gómez-León, J. Crecimiento y supervivencia de larvas de Argopecten nucleus alimentadas con

diferentes dietas microalgales. Bol. Investig. Mar. Costeras 2012, 41, 103–120. [CrossRef]
41. Miranda, C.D.; Rojas, R.; Abarca, A.; Hurtado, L. Effect of florfenicol and oxytetracycline treatments on the intensive larval

culture of the Chilean scallop Argopecten purpuratus (Lamarck, 1819). Aquac. Res. 2013, 45, 16–30. [CrossRef]
42. Merino, G.; Uribe, E.; Soria, G.; von Brand, E.A. comparison of larval production of the northern scallop, Argopecten purpuratus, in

closed and recirculating culture systems. Aquac. Eng. 2009, 40, 95–103. [CrossRef]
43. Rivero-Rodríguez, S.; Beaumont, A.R.; Lora-Vilchis, M.C. The effect of microalgal diets on growth, biochemical composition, and

fatty acid profile of Crassostrea corteziensis (Hertlein) juveniles. Aquaculture 2007, 263, 199–210. [CrossRef]
44. Ponis, E.; Parisi, G.; Chini Zittelli, G.; Lavista, F.; Robert, R.; Tredici, M.R. Pavlova lutheri: Production, preservation and use as food

for Crassostrea gigas larvae. Aquaculture 2008, 282, 97–103. [CrossRef]
45. Guillard, R. Culture of some phytoplankton for feeding marine invertebrates. In Culture of Marine Invertebrates; Smith, W.,

Chanley, M., Eds.; Plenum Press: New York, NY, USA, 1975; pp. 29–61.
46. Gao, Y.; Yang, M.; Wang, C. Nutrient deprivation enhances lipid content in marine microalgae. Bioresour. Technol. 2013,

147, 484–491. [CrossRef]

https://doi.org/10.1111/j.1365-2435.2005.00979.x
https://doi.org/10.1098/rspb.2002.2217
https://doi.org/10.1098/rspb.2000.1354
https://doi.org/10.3389/fphys.2019.00077
https://www.ncbi.nlm.nih.gov/pubmed/30804806
https://doi.org/10.1016/S0044-8486(98)00204-X
https://doi.org/10.1016/S0022-0981(01)00300-8
https://doi.org/10.3389/fphys.2021.718467
https://www.ncbi.nlm.nih.gov/pubmed/34539443
https://doi.org/10.1016/0044-8486(95)01130-7
https://doi.org/10.1017/S1464793104006578
https://doi.org/10.1016/0022-0981(93)90051-O
https://doi.org/10.1242/jeb.00518
https://doi.org/10.1016/j.jembe.2005.06.008
https://doi.org/10.1016/j.aquaculture.2010.04.022
https://doi.org/10.1016/0022-0981(92)90051-B
https://doi.org/10.1016/S1095-6433(98)10130-7
https://doi.org/10.1016/S0305-0491(99)00046-2
https://doi.org/10.1016/j.jembe.2005.09.008
https://doi.org/10.1080/00288330.2002.9517116
https://doi.org/10.1016/S0044-8486(03)00030-9
https://doi.org/10.1016/0022-0981(88)90086-X
https://doi.org/10.25268/bimc.invemar.2012.41.1.75
https://doi.org/10.1111/j.1365-2109.2012.03200.x
https://doi.org/10.1016/j.aquaeng.2008.11.002
https://doi.org/10.1016/j.aquaculture.2006.09.038
https://doi.org/10.1016/j.aquaculture.2008.06.010
https://doi.org/10.1016/j.biortech.2013.08.066


Animals 2023, 13, 1416 22 of 23

47. Dubois, M.; Gilles, K.A.; Hamilton, J.K.; Rebers, P.A.; Smith, F. Colorimetric Method for Determination of Sugars and Related
Substances. Anal. Chem. 1956, 28, 350–356. [CrossRef]

48. Brokordt, K.; Pérez, H.; Herrera, C.; Gallardo, A. Reproduction reduces HSP70 expression capacity in Argopecten purpuratus
scallops subject to hypoxia and heat stress. Aquat. Biol. 2015, 23, 265–274. [CrossRef]

49. Folch, J.; Lees, M.; Sloane, G.H. A simple method for the isolation and purification of total lipis from animal tissues. Biochem. Cell
Biol. 1957, 226, 497–509. [CrossRef]

50. Lora-Vilchis, M.C.; Maeda-Martínez, A.N. Ingestion and digestion index of catarina scallop Argopecten ventricosus-circularis,
Sowerby, 1842, veliger larvae with ten microalgae species. Aquac. Res. 1997, 28, 905–910. [CrossRef]

51. Gagné, R.; Tremblay, R.; Pernet, F.; Miner, P.; Samain, J.F.; Olivier, F. Lipid requirements of the scallop Pecten maximus (L.) during
larval and post-larval development in relation to addition of Rhodomonas salina in diet. Aquaculture 2010, 309, 212–221. [CrossRef]

52. Duportail, G.; Klymchenko, A.S.; Demchenko, A.P.; Me, Y. Monitoring biophysical properties of lipid membranes by environment-
sensitive fluorescent probes. Biophys. J. 2009, 96, 3461–3470. [CrossRef]

53. Wang, Q.; London, E. Lipid structure and somposition control consequences of interleaflet coupling in asymmetric vesicles.
Biophys. J. 2018, 115, 664–678. [CrossRef]

54. Parasassi, T.; Gratton, E. membrane lipid domains and dynamics as detected by Laurdan Fluorescence. J. Fluoresc. 1995, 5, 59–69.
[CrossRef] [PubMed]

55. Brokordt, K.B.; Himmelman, J.H.; Guderley, H.E. Effect of reproduction on escape responses and muscle metabolic capacities in
the scallop Chlamys islandica Muller 1776. J. Exp. Mar. Bio. Ecol. 2000, 251, 205–225. [CrossRef]

56. Guderley, H.; Gawlicka, A. Qualitative modification of muscle metabolic organization with thermal acclimation of rainbow trout,
Oncorhynchus mykiss. Fish Physiol. Biochem. 1992, 10, 123–132. [CrossRef] [PubMed]

57. Packard, T.T. The measurement of respiratory electron-transport activity in marine phytoplankton. J. Mar. Res. 1971, 29, 234–244.
58. Larsen, S.; Nielsen, J.; Hansen, C.N.; Nielsen, L.B.; Wibrand, F.; Schroder, H.D.; Boushel, R.; Helge, J.W.; Dela, F. Biomarkers of

mitochondrial content in skeletal muscle of healthy young human subjects. J. Physiol. 2012, 14, 3349–3360. [CrossRef]
59. Coba de la Peña, T.; Cárcamo, C.B.; Díaz, M.I.; Brokordt, K.B.; Winkler, F.M. Molecular characterization of two ferritins of the

scallop Argopecten purpuratus and gene expressions in association with early development, immune response and growth rate.
Comp. Biochem. Physiol. Part B Biochem. Mol. Biol. 2016, 198, 46–56. [CrossRef]

60. Livak, K.J.; Schmittgen, T.D. Analysis of relative gene expression data using real-time quantitative PCR and the 2-∆∆CT method.
Methods 2001, 25, 402–408. [CrossRef]

61. Mair, P.; Wilcox, R. Robust Statistical Methods Using WRS2 package. Behav. Res. Methods 2020, 52, 464–488. [CrossRef]
62. Miller, R. Simultaneus Statistical Inference, 2nd ed.; Miller, R., Ed.; Springer: Berlin/Heidelberg, Germany; New York, NY,

USA, 1981.
63. Guderley, H.; Brokordt, K.; Pérez, H.M.; Marty, Y.; Kraffe, E. Diet and performance in the scallop, Argopecten purpuratus,

force production during escape responses and mitochondrial oxidative capacities.pdf. Aquat. Living Resour. 2011, 24, 261–271.
[CrossRef]

64. Sánchez-Lazo, C.; Martínez-Pita, I. Biochemical and energy dynamics during larval development of the mussel Mytilus gallo-
provincialis (Lamarck, 1819). Aquaculture 2012, 358–359, 71–78. [CrossRef]

65. Farías, A.; Bell, J.G.; Uriarte, I.; Sargent, J.R. Polyunsaturated fatty acids in total lipid and phospholipids of Chilean scallop
Argopecten purpuratus (L.) larvae: Effects of diet and temperature. Aquaculture 2003, 228, 289–305. [CrossRef]

66. Calder, P.C.; Bond, J.A.; Harvey, D.J.; Gordon, S.; Newsholme, E.A. Uptake and incorporation of saturated and unsaturated
fatty acids into macrophage lipids and their effect upon macrophage adhesion and phagocytosis. Biochem. J. 1990, 269, 807–814.
[CrossRef] [PubMed]

67. Milke, L.M.; Bricelj, V.M.; Parrish, C.C. Growth of postlarval sea scallops, Placopecten magellanicus, on microalgal diets, with
emphasis on the nutritional role of lipids and fatty acids. Aquaculture 2004, 234, 293–317. [CrossRef]

68. Nevejan, N.; Courtens, V.; Hauva, M.; Gajardo, G.; Sorgeloos, P. Effect of lipid emulsions on production and fatty acid composition
of eggs of the scallop Argopecten purpuratus. Mar. Biol. 2003, 143, 327–338. [CrossRef]

69. Langdon, C.J.; Waldock, M.J. The effect of algal and artificial diets on the growth and fatty acid composition of Crassostrea gigas
spat. J. Mar. Biol. Assoc. 1981, 61, 431–448. [CrossRef]

70. Sprung, M. Physiological energetics of mussel larvae (Mytilus edulis). III. Respiration. Mar. Ecol. Prog. Ser. 1984, 18, 171–178.
[CrossRef]

71. Lemos, D.; Salomon, M.; Gomes, V.; Phan, V.N.; Buchholz, F. Citrate synthase and pyruvate kinase activities during early life
stages of the shrimp Farfantepenaeus paulensis (Crustacea, Decapoda, Penaeidae): Effects of development and temperature. Comp.
Biochem. Physiol. B Biochem. Mol. Biol. 2003, 135, 707–719. [CrossRef] [PubMed]

72. Liu, Z.; Zhang, Y.; Zhou, Z.; Zong, Y.; Zheng, Y.; Liu, C.; Kong, N.; Gao, Q.; Wang, L.; Song, L. Metabolomic and transcriptomic
profiling reveals the alteration of energy metabolism in oyster larvae during initial shell formation and under experimental ocean
acidification. Sci. Rep. 2020, 10, 6111. [CrossRef] [PubMed]

73. Jeria, E.; Oyanedel, D.; Rojas, R.; Farlora, R.; Lira, G.; Mercado, A.; Muñoz, K.; Destoumieux-Garzón, D.; Brokordt, K.; Schmitt, P.
Resistance of Argopecten purpuratus scallop larvae to vibriosis is associated with the front-loading of immune genes and enhanced
antimicrobial response. Front. Immunol. 2023, 14, 1150280. [CrossRef]

https://doi.org/10.1021/ac60111a017
https://doi.org/10.3354/ab00626
https://doi.org/10.1016/S0021-9258(18)64849-5
https://doi.org/10.1111/j.1365-2109.1997.tb01015.x
https://doi.org/10.1016/j.aquaculture.2010.09.040
https://doi.org/10.1016/j.bpj.2009.02.012
https://doi.org/10.1016/j.bpj.2018.07.011
https://doi.org/10.1007/BF00718783
https://www.ncbi.nlm.nih.gov/pubmed/24226612
https://doi.org/10.1016/S0022-0981(00)00215-X
https://doi.org/10.1007/BF00004523
https://www.ncbi.nlm.nih.gov/pubmed/24214209
https://doi.org/10.1113/jphysiol.2012.230185
https://doi.org/10.1016/j.cbpb.2016.03.007
https://doi.org/10.1006/meth.2001.1262
https://doi.org/10.3758/s13428-019-01246-w
https://doi.org/10.1051/alr/2011116
https://doi.org/10.1016/j.aquaculture.2012.06.021
https://doi.org/10.1016/S0044-8486(03)00272-2
https://doi.org/10.1042/bj2690807
https://www.ncbi.nlm.nih.gov/pubmed/2117922
https://doi.org/10.1016/j.aquaculture.2003.11.006
https://doi.org/10.1007/s00227-003-1076-x
https://doi.org/10.1017/S0025315400047056
https://doi.org/10.3354/meps018171
https://doi.org/10.1016/S1096-4959(03)00166-0
https://www.ncbi.nlm.nih.gov/pubmed/12892763
https://doi.org/10.1038/s41598-020-62963-3
https://www.ncbi.nlm.nih.gov/pubmed/32273532
https://doi.org/10.3389/fimmu.2023.1150280


Animals 2023, 13, 1416 23 of 23

74. González, R.; Brokordt, K.; Rojas, R.; Schmitt, P. Molecular characterization and expression patterns of two LPS bind-
ing/bactericidal permeability-increasing proteins (LBP/BPIs) from the scallop Argopecten purpuratus. Fish Shellfish Immunol. 2020,
97, 12–17. [CrossRef]

75. González, R.; Muñoz, K. Scallop Immunology. Ref. Modul. Life Sci. 2019, 1–11. [CrossRef]
76. Kawasaki, T.; Kawai, T. Toll-like receptor signaling pathways. Front. Immunol. 2014, 5, 461. [CrossRef]
77. Oyanedel, D.; Gonzalez, R.; Flores-Herrera, P.; Brokordt, K.; Rosa, R.D.; Mercado, L.; Schmitt, P. Molecular characterization of an

inhibitor of NF-κB in the scallop Argopecten purpuratus: First insights into its role on antimicrobial peptide regulation in a mollusk.
Fish Shellfish Immunol. 2016, 52, 85–93. [CrossRef]

78. Zannella, C.; Mosca, F.; Mariani, F.; Franci, G.; Folliero, V.; Galdiero, M.; Tiscar, P.G.; Galdiero, M. Microbial diseases of bivalve
mollusks: Infections, immunology and antimicrobial defense. Mar. Drugs 2017, 15, 182. [CrossRef]

79. Hikima, S.; Hikima, J.; Rojtinnakorn, J.; Hirono, I.; Aoki, T. Characterization and function of kuruma shrimp lysozyme possessing
lytic activity against Vibrio species. Gene 2003, 316, 187–195. [CrossRef] [PubMed]

80. Xue, Q.; Hellberg, M.E.; Schey, K.L.; Itoh, N.; Eytan, R.I.; Cooper, R.K.; La Peyre, J.F. A new lysozyme from the eastern oyster,
Crassostrea virginica, and a possible evolutionary pathway for i-type lysozymes in bivalves from host defense to digestion. BMC
Evol. Biol. 2010, 10, 213. [CrossRef] [PubMed]

81. Patrzykat, A.; Douglas, S.E. Gone gene fishing: How to catch novel marine antimicrobials. Trends Biotechnol. 2003, 21, 362–369.
[CrossRef] [PubMed]

82. Yan, H.; Hancock, R.E.W. Synergistic interactions between mammalian antimicrobial defense peptides. Antimicrob. Agents
Chemother. 2001, 45, 1558–1560. [CrossRef]

83. Liu, B.; Dong, B.; Tang, B.; Zhang, T.; Xiang, J. Effect of stocking density on growth, settlement and survival of clam larvae,
Meretrix meretrix. Aquaculture 2006, 258, 344–349. [CrossRef]

84. Oliva, D.; Abarca, A.; Gutiérrez, R.; Herrera, L.; Celis, Á.; Durán, L.R. Effect of stocking density and food ration on growth and
survival of veliger and pediveliger larvae of the taquilla clam Mulinia edulis reared in the laboratory. Rev. Biol. Mar. Oceanogr.
2014, 49, 567–575. [CrossRef]

85. Laudicella, V.A.; Beveridge, C.; Carboni, S.; Franco, S.C.; Doherty, M.K.; Long, N.; Mitchell, E.; Stanley, M.S.; Whitfield, P.D.;
Hughes, A.D. Lipidomics analysis of juveniles’ blue mussels (Mytilus edulis L. 1758), a key economic and ecological species. PLoS
ONE 2019, 15, e0223031. [CrossRef] [PubMed]

86. Pernet, F.; Tremblay, R. Effect of varying levels of dietary essential fatty acid during early ontogeny of the sea scallop Placopecten
magellanicus. J. Exp. Mar. Bio. Ecol. 2004, 310, 73–86. [CrossRef]

87. Feller, S.E.; Gawrisch, K.; Mackerell, A.D. Polyunsaturated fatty acids in lipid bilayers: Intrinsic and environmental contributions
to their unique physical properties. J. Am. Chem. Soc. 2002, 124, 318–326. [CrossRef] [PubMed]

88. Turner, N.; Else, P.L.; Hulbert, A.J. Docosahexaenoic acid (DHA) content of membranes determines molecular activity of the
sodium pump: Implications for disease states and metabolism. Naturwissenschaften 2003, 90, 521–523. [CrossRef] [PubMed]

89. Pérez, H.M.; Brokordt, K.; Gallardo, A.; Vidal, I.; Guderley, H. A diet rich in polyunsaturated fatty acids improves the capacity for
HSP70 synthesis in adult scallop Argopecten purpuratus and their offspring. Mar. Biol. 2016, 163, 193. [CrossRef]

90. Oppedisano, F.; Maiuolo, J.; Gliozzi, M.; Musolino, V.; Carresi, C.; Nucera, S.; Scicchitano, M.; Scarano, F.; Bosco, F.; Macr, R.; et al.
The potential for natural antioxidant supplementation in the early stages of neurodegenerative disorders. Int. J. Mol. Sci. 2020,
21, 2618. [CrossRef]

91. González, R.; Brokordt, K.; Cárcamo, C.B.; de la Peña, T.C.; Oyanedel, D.; Mercado, L.; Schmitt, P. Molecular characterization
and protein localization of the antimicrobial peptide big defensin from the scallop Argopecten purpuratus after Vibrio splen-didus
challenge. Fish Shellfish Immunol. 2017, 68, 173–179. [CrossRef]

92. González, R.; González, D.; Stambuk, F.; Ramírez, F.; Guzmán, F.; Mercado, L.; Rojas, R.; Henríquez, C.; Brokordt, K.; Schmitt, P.
A g-type lysozyme from the scallop Argopecten purpuratus participates in the immune response and in the stability of the
hemolymph microbiota. Fish Shellfish Immunol. 2022, 123, 324–334. [CrossRef]

Disclaimer/Publisher’s Note: The statements, opinions and data contained in all publications are solely those of the individual
author(s) and contributor(s) and not of MDPI and/or the editor(s). MDPI and/or the editor(s) disclaim responsibility for any injury to
people or property resulting from any ideas, methods, instructions or products referred to in the content.

https://doi.org/10.1016/j.fsi.2019.12.032
https://doi.org/10.1016/B978-0-12-809633-8.20896-0
https://doi.org/10.3389/fimmu.2014.00461
https://doi.org/10.1016/j.fsi.2016.03.021
https://doi.org/10.3390/md15060182
https://doi.org/10.1016/S0378-1119(03)00761-3
https://www.ncbi.nlm.nih.gov/pubmed/14563565
https://doi.org/10.1186/1471-2148-10-213
https://www.ncbi.nlm.nih.gov/pubmed/20633278
https://doi.org/10.1016/S0167-7799(03)00145-8
https://www.ncbi.nlm.nih.gov/pubmed/12902173
https://doi.org/10.1128/AAC.45.5.1558-1560.2001
https://doi.org/10.1016/j.aquaculture.2006.03.047
https://doi.org/10.4067/S0718-19572014000300013
https://doi.org/10.1371/journal.pone.0223031
https://www.ncbi.nlm.nih.gov/pubmed/32084137
https://doi.org/10.1016/j.jembe.2004.04.001
https://doi.org/10.1021/ja0118340
https://www.ncbi.nlm.nih.gov/pubmed/11782184
https://doi.org/10.1007/s00114-003-0470-z
https://www.ncbi.nlm.nih.gov/pubmed/14610651
https://doi.org/10.1007/s00227-016-2963-2
https://doi.org/10.3390/ijms21072618
https://doi.org/10.1016/j.fsi.2017.07.010
https://doi.org/10.1016/j.fsi.2022.03.015

	Introduction 
	Materials and Methods 
	Ethics Approvals 
	Larval Rearing 
	Microalgae Cultivation, Proximal Analysis, and Diet Design 
	Culture Conditions 
	Proximate Composition 

	Diet Design 
	Membrane Fluidity Analysis in Larvae and Early Juveniles 
	Decalcification and Incubation 
	Fluorescence Spectroscopy 

	Bacterial Challenge 
	Enzymatic Assays 
	Tissue Homogenization 
	Pyruvate Kinase (PK) 
	Citrate Synthase (CS) 
	Electron Transport System (ETS) 

	Oxygen Consumption 
	RNA Isolation, cDNA Synthesis, and Relative mRNA Expression of Immune-Associated Genes by RT–qPCR 
	Postchallenge Vibrio Quantification 
	Growth and Survival 
	Statistical Analysis 

	Results 
	Membrane Fluidity Analyses 
	Enzyme Activity 
	Pyruvate Kinase (PK) 
	Citrate Synthase (CS) 
	Electro Transport System (ETS) 
	PK:CS 
	ETS:CS 

	Respiration Rate 
	Expression of Immune-Related Genes 
	Vibrio Proliferation 
	Growth and Survival 

	Discussion 
	Effect of Dietary HUFA Levels on Cellular Membrane Fluidity during Early Development 
	Effect of Dietary HUFA Levels on Energy Metabolism during Early Development and Bacterial Challenge 
	Effect of Dietary HUFAs on the Expression of Immune-Related Genes in Larvae and Early Juveniles 
	Effect of Dietary HUFAs on Vibrio Proliferation in Challenged Veliger Larvae 
	Effect of Dietary HUFA Levels on Growth and Survival during Early Development 

	Conclusions 
	References

