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Supplementary Figure S1 The distribution of genetic codons of bovine RET gene. 

Note: The underlined bases represent synonymous mutations. 

 

Supplementary Figure S2 Linkage disequilibrium plot of two SNPs in bovine RET gene. 
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Supplementary Figure S3 Graphical tests to explore normality of the residual in Qinchuan group. 

The left row of each SNP is the histogram and the right row is the normal P-P plot of regression 

standardized residual. Different line was shown the residual of the genotypes and different body 

measurement. 
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Supplementary Figure S4 Graphical tests to explore normality of the residual in Nanyang group. 

The left row of each SNP is the histogram and the right row is the normal P-P plot of regression 

standardized residual. Different line was shown the residual of the genotypes and different body 

measurement. 


