Relative abundance (%)

40 60 80 100

20

g__unidentified
g__Ruminococcaceae_UCG-005
g__ Prevotella_9

g__Succinivibrio
g__Rikenellaceae_RC9_gut_group
g__Bacteroides
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g__Alloprevotella
g__Christensenellaceae_R-7_group
g__Eubacterium_coprostanoligenes_group
g__Ruminococcaceae_UCG-013
g__Ruminococcaceae_UCG-010
g__Romboutsia
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g__Alistipes
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g__Paeniclostridium
g__Parabacteroides
g__Ruminococcus_2
g__Bifidobacterium
g__Ruminobacter
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g__Roseburia
g__Subdoligranulum
g__Ruminococcaceae_UCG-002
g__Bacteroides_pectinophilus_group
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