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Abstract: Autism spectrum disorder (ASD) is a pervasive neurodevelopmental disorder characterized
by abnormalities in structure and function of the brain. However, how ASD affects the relationship
between fiber-bundle microstructures and functional connectivity (FC) remains unclear. Here, we
analyzed structural and functional images of 26 high-functioning adult males with ASD, alongside
26 age-, gender-, and full-scale IQ-matched typically developing controls (TDCs) from the BNI dataset
in the ABIDE database. We utilized fixel-based analysis to extract microstructural information from
fiber tracts, which was then used to predict FC using a multilinear model. Our results revealed
that the structure–function relationships in both ASD and TDC cohorts were strongly aligned in
the primary cortex but decoupled in the high-order cortex, and the ASD patients exhibited reduced
structure–function relationships throughout the cortex compared to the TDCs. Furthermore, we
observed that the disrupted relationships in ASD were primarily driven by alterations in FC rather
than fiber-bundle microstructures. The structure–function relationships in the left superior parietal
cortex, right precentral and inferior temporal cortices, and bilateral insula could predict individual
differences in clinical symptoms of ASD patients. These findings underscore the significance of
altered relationships between fiber-bundle microstructures and FC in the etiology of ASD.

Keywords: autism spectrum disorder (ASD); magnetic resonance imaging (MRI); structure–function
relationships; fiber-bundle microstructures; functional connectivity

1. Introduction

Autism Spectrum Disorder (ASD) is a pervasive developmental disorder characterized
by atypical social interaction, communication impairments, and restricted, repetitive, and
stereotyped behavior [1]. While ASD is commonly considered a childhood disorder, it can
be a lifelong condition that continues to affect individuals into adulthood [2,3]. Prevalence
rates of ASD in adults have been estimated to be up to 1–2% [1,4]. However, due to atypical
clinical manifestations and psychiatric comorbidity, high-functioning adults with ASD
are more prone to misdiagnosis [3,5,6]. In addition, adults with ASD may experience
higher rates of depression than the general population, further impacting their mental
well-being [1,7]. Given the significant impact on high-functioning adults with ASD, it is
crucial to explore more precise diagnostic methods and intervention targets. However, the
current understanding of the underlying neural mechanisms in this population is limited.

Existing studies have examined the structural and functional neuroimaging abnor-
malities in patients with ASD. Regarding structural differences, researchers have observed
increased total brain volume in ASD [8], disrupted organization of cortical topology [9,10],
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as well as enlargements of gray and white matter in the frontal, temporal, and parietal
lobes [11–13]. Abnormalities in the shape of sylvian fissure, superior temporal sulcus, in-
traparietal sulcus, and inferior frontal gyrus have also been identified [14,15]. Furthermore,
volumes of gray and white matter in individuals with ASD may return to the normal level
during development from childhood to adulthood [16,17]. In terms of alterations in brain
function, studies have reported a widespread reduction in functional connectivity (FC) in
spanning unimodal, transmodal, primary somatosensory, limbic, and paralimbic cortices in
patients with ASD compared to the typical developing population [17,18], while increased
connectivity has been observed between several subcortical regions [19]. Moreover, the FC
in the brain may undergo lifelong changes in the ASD cohort [17].

Diffusion Magnetic Resonance Imaging (dMRI) is a valuable technique for assessing
structural connectivity and microstructures in the brain by measuring the diffusion of
water molecules in brain tissues and along fiber tracts. Although previous studies have
reported changes in structural connectivity and microstructures, such as lower fractional
anisotropy (FA) in the left superior thalamic radiation [20], in patients with ASD [21,22],
voxel-averaged measures (e.g., FA and mean diffusivity (MD)) do not specifically reflect the
changes occurring in fiber tracts. This lack of specificity can confound the interpretation of
apparent differences in these metrics [23]. For example, decreased FA could be attributed to
various factors, such as abruption along the axons, axonal beading, reduced axonal density,
or reduced myelination. Additionally, the diffusion tensor model primarily focuses on
the major fiber pathways, ignoring voxels that contain crossing fibers [24–26], leading to
inaccurate fiber tracking. In contrast, the fixel-based analysis (FBA) approach allows for the
investigation of complex microstructures within fiber pathways, even in regions containing
crossing-fibers [24,27]. Fixel-based metrics have demonstrated effectiveness as structural
biomarkers for ASD diagnosis [28,29]. Therefore, we speculated that FBA metrics can more
accurately characterize alterations in fiber connectivity pathways in the ASD population.

Previous studies have primarily investigated structural and functional connectivity
as separate entities in the ASD population, without thoroughly exploring their relation-
ship. However, there has been a growing interest regarding the relationship between
structural and functional connectivity. Researchers aim to determine if brain function
is constrained by structural connectivity and how this relationship changes in individu-
als with brain disorders [30,31]. For example, previous studies have indicated that the
structure–function relationship in patients with ASD was associated with cognitive function,
highlighting the significance of functional alignment with structural networks for cognitive
flexibility [32–34]. Additionally, disruptions in the coupling between structural connec-
tivity and dynamic FC within the rich-club cluster have been observed in patients with
juvenile myoclonic epilepsy [35] and classic trigeminal neuralgia [36]. However, these stud-
ies relied solely on simple correlational analyses, which may not provide a comprehensive
understanding of the complex relationship between structure and function. It is important
to note that a substantial portion of the variance in functional connectivity weights can-
not be explained by a simple one-to-one correspondence with structural connectivity [37].
Recently, Vázquez-Rodríguez et al., utilized a multivariate linear regression model that in-
corporated information on spatial proximity, routing, and diffusion between brain regions
to predict their functional connectivity [38]. Their findings revealed that the organiza-
tion of the structural–functional relationship follows a unimodal-to-transmodal gradient,
which is closely aligned in unimodal cortex but diverges in transmodal cortex. Conse-
quently, it is necessary to employ an optimized model that takes into account the biological
intricacies of the brain to investigate the organization of the structure–function relation-
ship in high-functioning adults with ASD. Nonetheless, previous studies only examined
the structure–function relationship from a macroscopic connectivity network perspective,
without considering the impact of microstructures within each connectivity pathway on
the corresponding FC. Whether the relationship between microstructures and FC follows
the similar unimodal-to-transmodal gradient and how it changes in patients with ASD
remain unknown.
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The present study aims to examine whether ASD is associated with alterations in the
coupling between fiber-bundle microstructure and functional connectivity in the brain. We
employed a multivariate linear regression model [38] to examine the potential association
between FC changes and altered microstructures in the corresponding fiber pathways, as
determined through the FBA analysis. Furthermore, we investigated how this relationship
between microstructure and function varies across the cortex in high-functioning adults
with ASD. We also explored the connection between the altered structure–function relation-
ship and the observed symptoms of this population. By integrating both structural and
functional data, our study aims to gain a comprehensive understanding of the structure–
function relationship and its relevance to ASD symptoms, thereby offering deeper insights
into the neural mechanisms present in high-functioning adults with ASD.

2. Materials and Methods
2.1. Participants

Participants included in this study were obtained from the Barrow Neurological
Institute (BNI) dataset of the ABIDE II database (http://fcon_1000.projects.nitrc.org/indi/
abide/abide_II.html, accessed on 7 February 2021). The BNI dataset includes 29 males with
ASD and 29 age- and gender-matched typical development controls (TDC), ranging from
18 to 64 years. Participants with an ASD diagnosis were recruited primarily through the
Southwest Autism Resource and Research Center, and some participants with ASD and all
TDCs were recruited from IRB-approved flyers, word of mouth, media, and local support
groups. Written informed consent was obtained through institutional IRB.

Participants with ASD were diagnosed based on the Autism Diagnostic Observation
Schedule-2nd edition (ADOS-2) [39], which is a highly recognized evaluative measure for
accurately assessing ASD across age, developmental level, and language skills. Participants
in the TDC group completed the Social Responsiveness Scale-2nd edition (SRS-2) [40] to
screen out significant autism symptoms. The SRS-2 has been frequently used in research
settings, which is used to identify the presence and severity of social impairment within the
autism spectrum and differentiates it from that which occurs in other disorders. The TDCs
also participated in an unstructured detailed interview to ensure the absence of past or
current psychiatric or neurological disorders and had no immediate family members with
ASD, or other major medical illnesses that would affect brain functioning. Both ASD and
TDC participants were right-handed, and had general intellectual abilities measured by the
Kaufman Brief Intelligence Test-2 (KBIT-2nd edition) [41] within the range of one standard
deviation (SD) below or above the mean. The demographic and clinical information for
participants after quality control (see Section 2.3) are given in Table 1.

2.2. Imaging Data

Multimodal MRI data (i.e., T1w, rs-fMRI, and dMRI) were downloaded from the
ABIDE II database. This dataset was chosen because of its high b-values (2500 s/mm2) that
allows for more advanced dMRI analysis, e.g., fiber density (FD) [24]. All the images were
acquired on a 3.0 Tesla Ingenia scanner. Detailed acquisition parameters are available at
the ABIDE II website.

2.3. Image Preprocessing

All data were visually inspected for quality control at the time of the scan. The rs-fMRI
were preprocessed using the DPARSF toolbox [42] following the default pipeline. Briefly,
the first 10 volumes of each image were removed, followed by time-slicing correction,
realignment, co-registration to the corresponding T1w images, normalization, detrending,
nuisance variables regression (24 head-motion parameters, and white matter, cerebrospinal
fluid, and global signals), smoothing using a Gaussian kernel of 6 mm full-width at half-
maximum, and bandpass filtering (0.01–0.1 Hz). Participants with head motion over
2.5 mm translation or 2.5 rotation were excluded (3 patients with ASD and 3 TDCs).

http://fcon_1000.projects.nitrc.org/indi/abide/abide_II.html
http://fcon_1000.projects.nitrc.org/indi/abide/abide_II.html
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The dMRI preprocessing was conducted using MRtrix3 [43]. Images underwent
denoising [44], EPI distortion correction, motion and eddy-current corrections, bias field
correction [45], and intensity normalization. The FOD image of each subject was computed
by using the single-shell three-tissue constrained spherical deconvolution algorithm [46,47].
A population template was generated based on the FOD images, and these images were
then registered to the population template using an FOD-guided nonlinear registration
algorithm [48]. The population template for each of the 2 groups was also generated for
template-level comparison.

Table 1. Demographic and clinical information of participants.

ASD TDC p Value
Age 38.15 ± 16.18 40 ± 15.35 0.67 a

Gender 26 male 26 male -
Full-scale IQ 109.31 ± 13.66 111.27 ± 12.18 0.58 a

ADOS
Communication 3.80 ± 1.32 - -

Social 7.12 ± 2.01 - -
Stereotyped behavior 2.12 ± 1.09 - -

Creativity 0.80 ± 0.71 - -
Total 10.92 ± 2.99 - -

SRS (raw scores)
Awareness 11.68 ± 4.71 4.92 ± 2.46 <0.0001 a

Cognition 19.52 ± 6.60 4.54 ± 4.62 <0.0001 a

Communication 35.64 ± 11.51 6.65 ± 5.82 <0.0001 a

Motivation 19.16 ± 6.39 5.77 ± 4.49 <0.0001 a

Mannerisms 19.76 ± 6.63 4.00 ± 3.64 <0.0001 a

Total 105.76 ± 31.92 25.88 ± 16.71 <0.0001 a

Abbreviations: ASD, autism spectrum disorder; TDC, typical developmental control; IQ, intelligence quotient;
ADOS, Autism Diagnostic Observation Schedule; SRS, Social Responsiveness Scale. Note: Values are mean ± SD.
Two ASD subjects, one of whom lacked scores of module 4 of ADOS-2 and another who lacked SRS assessment,
were excluded from the clinical phenotype-related analysis. a Two sample t-test.

2.4. Functional and Structural Network Construction

The cerebral cortex was parcellated into 210 regions according to the Brainnetome
atlas [49]. A functional network (210 × 210) was constructed by computing the Pear-
son’s correlation between average time series of pairs of brain regions. Fisher’s r-to-z
transformation was applied to improve the normality of FC.

Structural connectivity between brain regions were derived by performing a proba-
bilistic fiber tracking algorithm based on the second-order integration (iFOD2) [50]. This
approach addresses the challenge of resolving crossing fibers within a voxel and is more
accurate in mapping tractography than a diffusion tensor model. Ten million stream-
lines were generated across the whole brain based on the default parameters, and the
streamlines were filtered to 1 million using spherical-deconvolution-informed filtering of
tractograms (SIFT) to reduce tractography bias. A structural network (210 × 210) was
generated by counting the number of filtered streamlines between brain regions. The weak-
est 10% of the connectivity that were considered as spurious streamlines were discarded
from the analysis.

2.5. Fixel-Based Fiber-Bundle Analysis

Apparent FD and fiber-bundle cross-section (FbC) that reflects the intra-axonal prop-
erty and fiber-bundle morphology were calculated, respectively [24]. The product of
FD and FbC, named FDC, was also used to represent the combined effects of micro- and
macro-structures [24]. These features provide more detailed information of fiber tracts
within voxels and are more easily interpreted than other voxel-wise features (e.g., fractional
anisotropy) [28].



Brain Sci. 2023, 13, 1098 5 of 15

2.6. Multilinear Model

A multiple regression model was used to predict the FC profile of each brain re-
gion by using microstructures and morphology of fiber tracts connected to this region as
predictors (Figure 1). The predictors included average FD and FbC of the shortest path
(FDSP and FbCSP) between brain regions, and the capacity of information flowing (CIF) be-
tween brain regions. Path length was estimated from the weighted structural connectome,
which refers to the total sum of individual link lengths that are inversely related to link
weights. The CIF between two regions i and j is defined as follows, with the hypothesis
that a fiber tract with higher axonal density, less macroscopic atrophy, and shorter length is
more advantageous to information transfer between brain regions:

CIFij =
1
N

N

∑
n=0

FDCn × exp(−ln(i, j))

where n indicates the number of paths between regions i and j, and l is the fiber length of
the corresponding path.
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Figure 1. The pipeline for calculating node-wise structure–function relationship. (A) The fixel-
based metrics, including fiber density (FD), fiber-bundle cross section (FbC), and the combination
of these two measures (FDC), are used as weights for edges in the structural network. (B) The
structure–function relationships were estimated by fitting a multilinear regression model for each
node, separately. The predictor and independent variables are the structural and functional re-
lationships between the target node and all the other nodes, respectively, including the shortest
path length of FD and FbC networks, the capacity of information flowing (CIF), and the functional
connectivity. Goodness of fit for each node is quantified by R2 value between observed and predicted
functional connectivity.

The use of multi-variate regression models to relate brain structure and function is
similar to [38]. However, the present study focuses on the correspondence between FC and
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fiber-bundle micro/macro structures rather than structure connectivity. For each region i,
the following regression model was constructed,

FCi = β0 + β1FDi
SP + β2FbCi

SP + β3CIFi

where FCi is a set of functional connections between region i and all other regions, and the
predictors are FD and FbC of the shortest path, and CIF between region i and the other
regions in the network. The relationship between fiber-bundle structure and FC of each
brain region is quantified by the adjusted R2 representing the goodness of fit of the model.

2.7. Statistical Analysis

The group comparisons were made at both template and individual difference levels.
For template-level comparison, functional networks were averaged across participants
of each group to generate a group-level network, whereas structural network and fiber
metrics were computed from the population template of each group. The R2 values of
the whole cortex or within the Yeo’s 7 networks [51] were concatenated to a sequence,
and a two sample t-test was applied to the sequences to examine the statistical difference
between groups. For comparisons at the individual difference level, analysis of covariance
(ANCOVA) was performed, with age, intracranial volume, and full-scale IQ as covariates,
to examine the between-group difference of R2 values at the whole cortex, sub-network, and
individual region levels. The reason for choosing these covariates is that they significantly
influence the activity and connectivity in the brain [52–54], which may bring noises to
the analysis (aging effect) and may lead to false positive results that are not truly related
to ASD. We also used the ANCOVA model to compare the FC, FDSP, FbCSP, and CIF
between groups. The relationship between regional R2 values and clinical assessments
(i.e., ADOS and SRS scores) was quantified via the Spearman’s correlation (ρ), controlling
for the aforementioned covariates. Fisher’s r-to-z transformation was used to determine the
significance of between-group differences in correlation coefficients. The false discovery
rate (FDR) method at the level of q = 0.05 was utilized for multiple comparison correction.

3. Results
3.1. Demographic and Clinical Characteristics

As shown in Table 1, the average total score of ADOS-2 for the ASD group was
10.92 ± 2.99. There were no significant differences in age and full-scale IQ between the two
groups (two sample t-test, p > 0.1). Compared to the TDCs, patients with ASD showed
significantly lower scores in all SRS-2 outcomes (two sample t-test, p < 0.0001), including the
total score and scores of subfields (i.e., awareness, cognition, communication, motivation,
and mannerisms).

3.2. Comparisons between ASD and TDC at the Template Level

The spatial distribution of R2 values is visualized in Figure 2A. The nodal size is
inversely proportional to the corresponding R2 to highlight regions that have relatively
low structure–function correspondence. The distribution pattern of R2 values on the
cortex is highly organized and spatially symmetric for both ASD and TDC cohorts. Brain
regions with high structure–function correspondence mainly include sensorimotor, caudal
occipital, medial parietal, and lateral frontal (middle and inferior parts) cortices, whereas
the dorsolateral and medial prefrontal cortex, and insular and temporal cortices show less
correspondence between FC and fiber-bundle structure. The histogram shows a leftward
deviation in R2 distribution in patients with ASD relative to the TDCs, with R2 values
ranging from 0.01 to 0.43 (mean = 0.17) for ASD and from 0.03 to 0.46 (mean = 0.19) for
TDC, respectively (Figure 2B).
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Figure 2. Comparison of the structure–function relationships across the cortex between ASD and TDC
at the template level. We generated a population template for each group to compare the between-
group difference at the template level. (A) The spatial distribution of the structure–function
correspondence of the two groups. Nodes are colored and sized in inverse proportion to R2.
(B) The histograms of the R2 values across brain regions in the two groups. (C) The R2 values of the
entire cortex significantly decrease in ASD group relative to the TDCs (two sample t-test, p = 0.032).
(D) Significant reductions in the R2 values in cognitive control and sensorimotor networks in the ASD
cohort relative to the TDCs (two sample t-test, ** q < 0.05, FDR corrected, * p = 0.01, uncorrected).

We then examined the between-group differences of R2 values across the whole
cortex and within the Yeo’s 7 networks. The structure–function correspondence of the
whole cortex was significantly reduced in patients with ASD when compared to the
TDCs (p = 0.032, Figure 2C). The decreasing trend was also observed in cognitive con-
trol network (CCN, q < 0.05, FDR corrected) and sensorimotor network (SMN, p = 0.01,
FDR correction failed) in the ASD cohort (Figure 2D).

3.3. Comparisons between ASD and TDC at the Individual Difference Level

The comparison results based on individual differences further supported the findings
at the template level. Compared to the TDCs, the mean R2 value of the whole cortex
in patients with ASD was significantly reduced (p = 0.048, Figure 3A), and decreases in
R2 values in SMN, CCN, and ventral attention network (VAN) were marginally significant
(p < 0.05, FDR correction failed). Therefore, we performed regional analyses focused only
on these three functional networks (i.e., SMN, CCN, and VAN). As shown in Figure 3B,
reduced R2 values in patients with ASD were found in the left precentral gurus (upper
limb region of Brodmann area 4 (A4ul)) (q < 0.05, FDR corrected) and right middle frontal
gyrus (Brodmann area 46 (A46)) (p < 0.0001, FDR correction failed) relative to the TDCs.
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Figure 3. Comparison of the structure–function relationships across the cortex between ASD and TDC
at the individual level. We directly compared the R2 values between individuals of the two groups.
(A) The R2 values of the entire cortex significantly decrease in the ASD group relative to the TDCs (AN-
COVA, p = 0.048). (B) Comparison of regional R2 values between ASD and TDC. Significant decreases
in R2 values in the A4ul (ANCOVA, ** q < 0.05, FDR corrected) and A46 (ANCOVA, * p < 0.0001, FDR
correction failed). (C) Comparisons of structural and functional connections related to the A4ul be-
tween ASD and TDC. Significantly reduced functional connectivity (FC) between the A4ul and seven
brain regions can be observed in the ASD cohort (ANCOVA, ** q < 0.05, FDR corrected), whereas no
significant between-group differences were found in structural measures of these connections.

We then examined whether the altered nodal structure–function correspondence
resulted from changes in FC or the structure of fiber tracts. By comparing the connection
profiles of the left A4ul, we found that the FC mainly connecting the parietal and occipital
of the right hemisphere (e.g., superior parietal lobule (A5l), paracentral lobule (A1/2/3ll),
postcentral gyrus (A2), medial precuneus (A5m), and medial superior occipital gyrus
(msOccG)) was significantly decreased in autistic patients (q < 0.05, FDR corrected), whereas
no significant between-group differences were found in CIF, FDSP, and FbCSP between the
left A4ul and the aforementioned areas (Figure 3C).

3.4. Correlations between Structure–Function Correspondence and Clinical Assessments

Brain regions that showed significantly altered correlations between R2 values and SRS scores
(Fisher’s z test, q < 0.05, FDR corrected) in patients with ASD are visualized in Figure 4A. The
alteration of correlations could be categorized into two types: (1) correlations that were in-
significant in the TDC group became significant in the ASD group; and (2) the opposite
alteration trend. The former included correlations between SRS awareness scores and
the R2 values of right precentral gyrus (caudal dorsolateral Brodmann area 6 (A6cdl))
(ρASD = 0.64, pASD < 0.001; ρTDC = −0.02, pTDC > 0.05) and right inferior temporal gyrus (cau-
dolateral Brodmann area 20 (A20cl)) (ρASD = 0.62, pASD < 0.001; ρTDC = −0.21, pTDC > 0.05), re-
spectively, as well as correlations between SRS mannerism scores and the R2 values of right
inferior temporal gyrus (extreme lateroventral Brodmann area 37 (A37elv)) (ρASD = 0.66,
pASD < 0.001; ρTDC = −0.01, pTDC > 0.05). The latter included correlations between R2 values
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of left superior parietal lobule (intraparietal Brodmann area 7 (A7ip) and rostral Brodmann
area 7 (A7r)) and SRS cognition (ρASD = −0.10, pASD > 0.05; ρTDC = 0.61, pTDC < 0.001) and
mannerism scores (ρASD = −0.19, pASD > 0.05; ρTDC = 0.66, pTDC < 0.001), respectively.
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Figure 4. Correlation between the regional R2 values and clinical assessment. (A) Brain regions with
significant between-group differences in the correlations (Fisher’s z test, * q < 0.05, FDR corrected).
(B) Brain regions that have the R2 values significantly correlated with ADOS scores (* p < 0.001,
** p < 0.0001). Age, intracranial volume, and full-scale IQ were regressed out from the original
R2 values by using a linear regression model. The residuals of R2 were used for correlation analysis.

We also found a significant association between structure–function correspondence of
insular cortex and ADOS scores in the ASD group. Specifically, R2 values of right dorsal dys-
granular insula (dId) were positively correlated with ADOS social and stereotyped behavior
scores (ρ = 0.61 and 0.69, respectively, and p < 0.001); and R2 values of left hypergranular
insula (Ih) were negatively correlated with ADOS creativity scores (ρ = −0.74, p < 0.0001).

4. Discussion

The aim of the present study was to investigate whether individuals with ASD exhibit
changes in the macroscale hierarchies of relationships between fiber-bundle structure and
FC throughout the cortex. Our results suggested that high-functioning adults with ASD
were characterized by (1) an untethered structure–function relationship in both unimodal
and transmodal cortices (e.g., SMN and CCN); and (2) these changes were able to predict
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individual differences in clinical symptoms among the patients. To the best of our knowl-
edge, this study provided the initial evidence for altered connections between microscopic
fiber-bundle structures and functional connectomes in patients with ASD, which might to
some extent promote our understanding of the structural and functional basis underlying
impaired social cognition and behavior in this population.

In this study, we employed a multiple regression model inspired by a previous
study [38] to examine the structure–function relationship of each brain region. However,
we took a step further by representing connections in structural networks using the fixel-
based metrics (i.e., FD, FbC, and FDC), which have been demonstrated as effective markers
for characterizing structural abnormalities of fiber tracts in autistic populations [28,29].
Moreover, weighting the edges through these metrics could also preserve the topological
organization of a network. Our findings suggest that the relationship between functional
connectomes and fiber-bundle structures may not be uniform across the cerebral cortex in
both individuals with ASD and the TDCs. By using the fixel-based metrics, we were able
to capture these subtle differences and gain further insights into the complex relationship
between structure and function in the context of ASD.

4.1. Divergent Structure–Function Relationships in Patients with ASD

The structure–function relationships of both ASD and TDC cohorts were strongly
aligned in the unimodal cortex but untethered in the transmodal cortex. This phenomenon
is in line with previous findings on the healthy population [38], which may be related to
the established structure network architecture, e.g., brain regions demonstrating strong
structure–function coupling were found to be primarily associated with local white matter
pathways, while regions with weaker coupling rely more on indirect long-range structural
connections [38,55]. However, compared to the TDCs, individuals with ASD showed a
significant reduction in structure–function coupling throughout the entire cortex, both at
the template and individual levels. The decreased coupling may suggest a disorder in
structural and/or functional organization of the cortex in patients with ASD. Interestingly,
while changes in functional connectivity were observed in the ASD group, no significant dif-
ferences were found between the two groups in terms of fixel-based metrics. This suggested
that the altered structure–function correspondence in patients with ASD may primarily be
attributed to abnormalities in the functional connectome, rather than the underlying white
matter connectivity. These findings highlighted the importance of investigating both the
functional and structural aspects of brain connectivity to comprehend the complex nature
of altered brain networks in ASD.

In addition, we observed a significant decrease in the structure–function relationship
originating from the A4ul cortex in patients with ASD compared to the TDCs, and the ab-
normal structure–functional correspondence observed in the A4ul structure primarily stems
from alterations in FC. Furthermore, the FC abnormality of the A4ul cortex of individuals
with ASD involves connections with the primary sensory cortex, somatosensory association
cortex, and visual cortex. The A4ul is known to be associated with sensorimotor behavioral
processes, vision, and dementia [56–58]. Previous studies have reported reduced long-
range FC in ASD, including decreased connectivity between the primary motor and visual
cortex [59–62]. Our findings were consistent with these previous studies. The decreased
connectivity between the primary motor and visual cortex, as observed in our study and
reported in previous research, could potentially contribute to a difficulties in integrating
visual information with motor processes in the ASD cohort [59–62]. Interestingly, while
changes in functional connectivity were observed in the ASD group, no significant differ-
ences were found between the two groups in terms of fixel-based metrics. This suggested
that the altered structure–function correspondence in patients with ASD may primarily be
attributed to abnormalities in the functional connectome, rather than the underlying white
matter connectivity. These findings highlighted the importance of investigating both the
functional and structural aspects of brain connectivity to comprehend the complex nature
of altered brain networks in ASD.
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4.2. Autistic Clinical Symptoms Were Related to Subtle Changes in
Structure–Function Relationships

In the present study, the ASD group exhibited a significant correlation between the
R2 values and the SRS scores in the A6cdl and inferior temporal gyrus. Additionally, a
significant correlation was found between the R2 values and ADOS scores in the insular
cortex. These findings suggested potential differences in the coupling between structure
and function of these regions between the two groups. These findings were consistent with
previous research indicating that the structure–function coupling of the brain regions in the
unimodal, paralimbic, and idiotypic primary cortex were related to the clinical symptoms
of ASD [63]. Several prior studies have reported abnormal FC in the A6cdl and inferior
temporal gyrus in individuals with ASD [64–66]. Therefore, a possible explanation for our
results could be that, when an external input is received, the FC in these brain regions
may significantly increase or decrease, resulting in a discrepancy between functional
connectivity and underlying structural connectivity. Consequently, this disruption in the
correspondence between brain structure and function may contribute to the manifestation
of symptoms related to social responsiveness and autistic behaviors.

On the other hand, in the left superior parietal lobule, no noteworthy correlation was
discovered between the R2 values and the SRS scores in the ASD group. Conversely, the
TDC group exhibited an opposite inclination, suggesting that the relationship between
structure–function coupling and clinical symptoms might vary among different brain
regions between the two groups. One plausible explanation for this discrepancy is that the
heterogeneity of ASD individuals [67] may lead to variations in brain structures, functions,
and symptom manifestations within the ASD group. In contrast, the TDC group may exhibit
a more consistent relationship between brain structure, function, and symptomatology.

4.3. Limitations

There were several limitations to the current study. First, the sample size of this study
was limited. The FBA analysis required a high b-value, over 2000 s/mm2, which led to the
exclusion of almost all the data in the ABIDE database except for the BNI dataset. This is a
strength in the sense that the FBA analysis could capture more detailed microstructural
changes. However, the small sample, especially with such a broad age range (18–64 years),
may influence the analysis results, though we have controlled for the effect of age. There-
fore, it is still necessary to validate our findings on larger independent datasets in order to
further examine their validity, reproducibility, and generalizability. Second, although the
gradient of the structure–function relationship we showed on the cerebral cortex was in a
good accordance with previous literature [38], these results were derived from different
diffusion metrics. The influence of using different anatomical features on the structure–
function relationship will be explored in future work. Third, the BNI dataset only includes
male participants. Gender differences have been shown to influence neurodevelopmen-
tal trajectories of the brain regarding brain volume and cerebral blood flow, etc., and
ASD-related brain changes may vary between males and females [68]. Although only using
male participants could fully eliminate the gender effects on statistical analysis, including
female participants may help to detect the homogeneity and heterogeneity of alterations in
the brain between sexes. This factor will be considered in future work.

5. Conclusions

In conclusion, our study revealed that the relationships between fiber-bundle mi-
crostructures and FC followed a similar spatial gradient in both ASD and TDC, i.e., cor-
responded closely in the unimodal cortex but diverged in the transmodal cortex. We
also found an increased divergence between structure and function in patients with ASD.
Additionally, the structure–function relationships of certain brain regions could predict
individual differences in clinical symptoms, despite the absence of significant between-
group difference. These findings provided direct evidence for the abnormal structure–
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function relationships in the ASD cohort, which could potentially facilitate the clinical
assessment of ASD.

Author Contributions: J.L., C.X. and K.L. processed imaging data and performed all analyses with
the preprocessed data. Q.D., Y.J. and B.S. drafted the manuscript. All authors contributed to the
interpretation and reviewing of the manuscript. All authors have read and agreed to the published
version of the manuscript.

Funding: This work was supported by the SIT2030-Major Projects (2021ZD0202002 and 2021ZD0200800)
and the National Natural Science Foundation of China (62202212).

Institutional Review Board Statement: The study was conducted in accordance with the Declaration of
Helsinki, and approved by the Institutional Review Board of BARROW NEUROLOGICAL INSTITUTE.

Informed Consent Statement: Informed consent was obtained from all subjects involved in the study.

Data Availability Statement: We thank the numerous contributors to the ABIDE database for their
effort in the collection, organization, and sharing of their datasets. The data that support the findings
of this study are openly available in the ABIDE at http://fcon_1000.projects.nitrc.org/indi/abide/
abide_II.html (accessed on 7 February 2021).

Conflicts of Interest: The authors declare no conflict of interest.

References
1. Lai, M.C.; Lombardo, M.V.; Baron-Cohen, S. Autism. Lancet 2014, 383, 896–910. [CrossRef] [PubMed]
2. Lawson, R.P.; Mathys, C.; Rees, G. Adults with autism overestimate the volatility of the sensory environment. Nat. Neurosci. 2017,

20, 1293–1299. [CrossRef] [PubMed]
3. Vannucchi, G.; Masi, G.; Toni, C.; Dell’Osso, L.; Marazziti, D.; Perugi, G. Clinical features, developmental course, and psychiatric

comorbidity of adult autism spectrum disorders. CNS Spectr. 2014, 19, 157–164. [CrossRef]
4. Brugha, T.S.; McManus, S.; Bankart, J.; Scott, F.; Purdon, S.; Smith, J.; Bebbington, P.; Jenkins, R.; Meltzer, H. Epidemiology of

autism spectrum disorders in adults in the community in England. Arch. Gen. Psychiatry 2011, 68, 459–465. [CrossRef]
5. Fusar-Poli, L.; Brondino, N.; Politi, P.; Aguglia, E. Missed diagnoses and misdiagnoses of adults with autism spectrum disorder.

Eur. Arch. Psychiatry Clin. Neurosci. 2022, 272, 187–198. [CrossRef] [PubMed]
6. Lai, M.C.; Lombardo, M.V.; Pasco, G.; Ruigrok, A.N.; Wheelwright, S.J.; Sadek, S.A.; Chakrabarti, B.; Baron-Cohen, S. A behavioral

comparison of male and female adults with high functioning autism spectrum conditions. PLoS ONE 2011, 6, e20835. [CrossRef]
7. Lai, M.C.; Baron-Cohen, S. Identifying the lost generation of adults with autism spectrum conditions. Lancet Psychiatry 2015, 2,

1013–1027. [CrossRef]
8. Courchesne, E.; Karns, C.M.; Davis, H.R.; Ziccardi, R.; Carper, R.A.; Tigue, Z.D.; Chisum, H.J.; Moses, P.; Pierce, K.; Lord, C.;

et al. Unusual brain growth patterns in early life in patients with autistic disorder: An MRI study. Neurology 2001, 57, 245–254.
[CrossRef]

9. Zheng, W.; Eilamstock, T.; Wu, T.; Spagna, A.; Chen, C.; Hu, B.; Fan, J. Multi-feature based network revealing the structural
abnormalities in autism spectrum disorder. IEEE Trans. Affect. Comput. 2018, 12, 732–742. [CrossRef]

10. Zheng, W.; Zhao, Z.; Zhang, Z.; Liu, T.; Zhang, Y.; Fan, J.; Wu, D. Developmental pattern of the cortical topology in high-
functioning individuals with autism spectrum disorder. Hum. Brain Mapp. 2020, 42, 660–675. [CrossRef] [PubMed]

11. Palmen, S.J.; Hulshoff Pol, H.E.; Kemner, C.; Schnack, H.G.; Durston, S.; Lahuis, B.E.; Kahn, R.S.; Van Engeland, H. Increased
gray-matter volume in medication-naive high-functioning children with autism spectrum disorder. Psychol. Med. 2005, 35,
561–570. [CrossRef] [PubMed]

12. Hazlett, H.C.; Poe, M.D.; Gerig, G.; Smith, R.G.; Piven, J. Cortical gray and white brain tissue volume in adolescents and adults
with autism. Biol. Psychiatry 2006, 59, 1–6. [CrossRef] [PubMed]

13. Carper, R.A.; Moses, P.; Tigue, Z.D.; Courchesne, E. Cerebral lobes in autism: Early hyperplasia and abnormal age effects.
Neuroimage 2002, 16, 1038–1051. [CrossRef] [PubMed]

14. Levitt, J.G.; Blanton, R.E.; Smalley, S.; Thompson, P.M.; Guthrie, D.; McCracken, J.T.; Sadoun, T.; Heinichen, L.; Toga, A.W. Cortical
sulcal maps in autism. Cereb. Cortex 2003, 13, 728–735. [CrossRef] [PubMed]

15. Nordahl, C.W.; Dierker, D.; Mostafavi, I.; Schumann, C.M.; Rivera, S.M.; Amaral, D.G.; Van Essen, D.C. Cortical folding
abnormalities in autism revealed by surface-based morphometry. J. Neurosci. 2007, 27, 11725–11735. [CrossRef] [PubMed]

16. Acosta, M.T.; Pearl, P.L. Imaging Data in Autism: From Structure to Malfunction, Seminars in Pediatric Neurology; Elsevier: Amsterdam,
The Netherlands, 2004; pp. 205–213.

17. Ecker, C.; Bookheimer, S.Y.; Murphy, D.G. Neuroimaging in autism spectrum disorder: Brain structure and function across the
lifespan. Lancet Neurol. 2015, 14, 1121–1134. [CrossRef]

18. Yao, Z.; Hu, B.; Xie, Y.; Zheng, F.; Liu, G.; Chen, X.; Zheng, W. Resting-State Time-Varying Analysis Reveals Aberrant Variations
of Functional Connectivity in Autism. Front. Hum. Neurosci. 2016, 10, 463. [CrossRef]

http://fcon_1000.projects.nitrc.org/indi/abide/abide_II.html
http://fcon_1000.projects.nitrc.org/indi/abide/abide_II.html
https://doi.org/10.1016/S0140-6736(13)61539-1
https://www.ncbi.nlm.nih.gov/pubmed/24074734
https://doi.org/10.1038/nn.4615
https://www.ncbi.nlm.nih.gov/pubmed/28758996
https://doi.org/10.1017/S1092852913000941
https://doi.org/10.1001/archgenpsychiatry.2011.38
https://doi.org/10.1007/s00406-020-01189-w
https://www.ncbi.nlm.nih.gov/pubmed/32892291
https://doi.org/10.1371/journal.pone.0020835
https://doi.org/10.1016/S2215-0366(15)00277-1
https://doi.org/10.1212/WNL.57.2.245
https://doi.org/10.1109/TAFFC.2018.2890597
https://doi.org/10.1002/hbm.25251
https://www.ncbi.nlm.nih.gov/pubmed/33085836
https://doi.org/10.1017/S0033291704003496
https://www.ncbi.nlm.nih.gov/pubmed/15856726
https://doi.org/10.1016/j.biopsych.2005.06.015
https://www.ncbi.nlm.nih.gov/pubmed/16139816
https://doi.org/10.1006/nimg.2002.1099
https://www.ncbi.nlm.nih.gov/pubmed/12202091
https://doi.org/10.1093/cercor/13.7.728
https://www.ncbi.nlm.nih.gov/pubmed/12816888
https://doi.org/10.1523/JNEUROSCI.0777-07.2007
https://www.ncbi.nlm.nih.gov/pubmed/17959814
https://doi.org/10.1016/S1474-4422(15)00050-2
https://doi.org/10.3389/fnhum.2016.00463


Brain Sci. 2023, 13, 1098 13 of 15

19. Di Martino, A.; Yan, C.G.; Li, Q.; Denio, E.; Castellanos, F.X.; Alaerts, K.; Anderson, J.S.; Assaf, M.; Bookheimer, S.Y.; Dapretto, M.;
et al. The autism brain imaging data exchange: Towards a large-scale evaluation of the intrinsic brain architecture in autism. Mol.
Psychiatry 2014, 19, 659–667. [CrossRef]

20. Zhang, M.; Hu, X.; Jiao, J.; Yuan, D.; Li, S.; Luo, T.; Wang, M.; Situ, M.; Sun, X.; Huang, Y. Brain white matter microstructure
abnormalities in children with optimal outcome from autism: A four-year follow-up study. Sci. Rep. 2022, 12, 20151. [CrossRef]
[PubMed]

21. Ismail, M.M.; Keynton, R.S.; Mostapha, M.M.; ElTanboly, A.H.; Casanova, M.F.; Gimel’farb, G.L.; El-Baz, A. Studying Autism
Spectrum Disorder with Structural and Diffusion Magnetic Resonance Imaging: A Survey. Front. Hum. Neurosci. 2016, 10, 211.
[CrossRef]

22. Jiang, X.; Shou, X.-J.; Zhao, Z.; Chen, Y.; Meng, F.-C.; Le, J.; Song, T.-J.; Xu, X.-J.; Guo, W.; Ke, X.; et al. A brain structural
connectivity biomarker for autism spectrum disorder diagnosis in early childhood. Psychoradiology 2023, 3, kkad005. [CrossRef]

23. Yu, Y.; Zheng, W.; Tan, X.; Li, X.; Zhang, X.; Gao, J.; Pan, G.; Wu, D.; Luo, B. Microstructural profiles of thalamus and
thalamocortical connectivity in patients with disorder of consciousness. J. Neurosci. Res. 2021, 99, 3261–3273. [CrossRef] [PubMed]

24. Raffelt, D.A.; Tournier, J.D.; Smith, R.E.; Vaughan, D.N.; Jackson, G.; Ridgway, G.R.; Connelly, A. Investigating white matter fibre
density and morphology using fixel-based analysis. Neuroimage 2017, 144 Pt A, 58–73. [CrossRef]

25. Pierpaoli, C.; Barnett, A.; Pajevic, S.; Chen, R.; Penix, L.R.; Virta, A.; Basser, P. Water diffusion changes in Wallerian degeneration
and their dependence on white matter architecture. Neuroimage 2001, 13 Pt 1, 1174–1185. [CrossRef] [PubMed]

26. Zheng, W.; Tan, X.; Liu, T.; Li, X.; Gao, J.; Hong, L.; Zhang, X.; Zhao, Z.; Yu, Y.; Zhang, Y.; et al. Individualized Thalamic
Parcellation Reveals Alterations in Shape and Microstructure of Thalamic Nuclei in Patients with Disorder of Consciousness.
Cereb. Cortex Commun. 2021, 2, tgab024. [CrossRef] [PubMed]

27. Raffelt, D.A.; Smith, R.E.; Ridgway, G.R.; Tournier, J.D.; Vaughan, D.N.; Rose, S.; Henderson, R.; Connelly, A. Connectivity-based
fixel enhancement: Whole-brain statistical analysis of diffusion MRI measures in the presence of crossing fibres. Neuroimage 2015,
117, 40–55. [CrossRef]

28. Dimond, D.; Schuetze, M.; Smith, R.E.; Dhollander, T.; Cho, I.; Vinette, S.; Ten Eycke, K.; Lebel, C.; McCrimmon, A.; Dewey, D.;
et al. Reduced White Matter Fiber Density in Autism Spectrum Disorder. Cereb. Cortex 2019, 29, 1778–1788. [CrossRef] [PubMed]

29. Zhang, Z.; Zheng, W. The Discriminative Power of White Matter Microstructures for Autism Diagnosis. IFAC-PapersOnLine 2020,
53, 446–451. [CrossRef]

30. Cocchi, L.; Harding, I.H.; Lord, A.; Pantelis, C.; Yucel, M.; Zalesky, A. Disruption of structure-function coupling in the schizophre-
nia connectome. NeuroImage Clin. 2014, 4, 779–787. [CrossRef]

31. Jirsa, V.K.; Proix, T.; Perdikis, D.; Woodman, M.M.; Wang, H.; Gonzalez-Martinez, J.; Bernard, C.; Bénar, C.; Guye, M.; Chauvel, P.;
et al. The Virtual Epileptic Patient: Individualized whole-brain models of epilepsy spread. Neuroimage 2017, 145 Pt B, 377–388.
[CrossRef]

32. Medaglia, J.D.; Huang, W.; Karuza, E.A.; Kelkar, A.; Thompson-Schill, S.L.; Ribeiro, A.; Bassett, D.S. Functional Alignment with
Anatomical Networks is Associated with Cognitive Flexibility. Nat. Hum. Behav. 2018, 2, 156–164. [CrossRef] [PubMed]

33. Hong, S.J.; Mottron, L.; Park, B.Y.; Benkarim, O.; Valk, S.L.; Paquola, C.; Larivière, S.; Vos de Wael, R.; Degré-Pelletier, J.; Soulieres,
I.; et al. A convergent structure-function substrate of cognitive imbalances in autism. Cereb. Cortex 2023, 33, 1566–1580. [CrossRef]
[PubMed]

34. Lo, Y.C.; Chou, T.L.; Fan, L.Y.; Gau, S.S.; Chiu, Y.N.; Tseng, W.Y. Altered structure-function relations of semantic processing in
youths with high-functioning autism: A combined diffusion and functional MRI study. Autism Res. Off. J. Int. Soc. Autism Res.
2013, 6, 561–570. [CrossRef] [PubMed]

35. Liu, G.; Zheng, W.; Liu, H.; Guo, M.; Ma, L.; Hu, W.; Ke, M.; Sun, Y.; Zhang, J.; Zhang, Z. Aberrant dynamic structure-function
relationship of rich-club organization in treatment-naïve newly diagnosed juvenile myoclonic epilepsy. Hum. Brain Mapp. 2022,
43, 3633–3645. [CrossRef] [PubMed]

36. Zhang, P.; Wan, X.; Ai, K.; Zheng, W.; Liu, G.; Wang, J.; Huang, W.; Fan, F.; Yao, Z.; Zhang, J. Rich-club reorganization and related
network disruptions are associated with the symptoms and severity in classic trigeminal neuralgia patients. NeuroImage Clin.
2022, 36, 103160. [CrossRef]

37. Suárez, L.E.; Markello, R.D.; Betzel, R.F.; Misic, B. Linking Structure and Function in Macroscale Brain Networks. Trends Cogn. Sci.
2020, 24, 302–315. [CrossRef]

38. Vázquez-Rodríguez, B.; Suárez, L.E.; Markello, R.D.; Shafiei, G.; Paquola, C.; Hagmann, P.; Van den Heuvel, M.P.; Bernhardt,
B.C.; Spreng, R.N.; Misic, B. Gradients of structure-function tethering across neocortex. Proc. Natl. Acad. Sci. USA 2019, 116,
21219–21227. [CrossRef]

39. Lord, C.; Rutter, M.; DiLavore, P.; Risi, S.; Gotham, K.; Bishop, S. Autism Diagnostic Observation Schedule; ADOS Western
Psychological Services: Los Angeles, CA, USA, 2002.

40. Gruber, J. Social Responsiveness Scale, 2nd ed.; (SRS-2); Western Psychological Services: Torrance, CA, USA, 2012.
41. Kaufman, A.S. Kaufman Brief Intelligence Test, 2nd ed.; (KBIT-2); American Guidance Service: Circle Pines, MN, USA, 2004.
42. Yan, C.; Zang, Y. DPARSF: A MATLAB Toolbox for “Pipeline” Data Analysis of Resting-State fMRI. Front. Syst. Neurosci. 2010,

4, 13. [CrossRef]
43. Tournier, J.-D.; Calamante, F.; Connelly, A. MRtrix: Diffusion tractography in crossing fiber regions. Int. J. Imaging Syst. Technol.

2012, 22, 53–66. [CrossRef]

https://doi.org/10.1038/mp.2013.78
https://doi.org/10.1038/s41598-022-21085-8
https://www.ncbi.nlm.nih.gov/pubmed/36418886
https://doi.org/10.3389/fnhum.2016.00211
https://doi.org/10.1093/psyrad/kkad005
https://doi.org/10.1002/jnr.24921
https://www.ncbi.nlm.nih.gov/pubmed/34766648
https://doi.org/10.1016/j.neuroimage.2016.09.029
https://doi.org/10.1006/nimg.2001.0765
https://www.ncbi.nlm.nih.gov/pubmed/11352623
https://doi.org/10.1093/texcom/tgab024
https://www.ncbi.nlm.nih.gov/pubmed/34296169
https://doi.org/10.1016/j.neuroimage.2015.05.039
https://doi.org/10.1093/cercor/bhy348
https://www.ncbi.nlm.nih.gov/pubmed/30668849
https://doi.org/10.1016/j.ifacol.2021.04.121
https://doi.org/10.1016/j.nicl.2014.05.004
https://doi.org/10.1016/j.neuroimage.2016.04.049
https://doi.org/10.1038/s41562-017-0260-9
https://www.ncbi.nlm.nih.gov/pubmed/30498789
https://doi.org/10.1093/cercor/bhac156
https://www.ncbi.nlm.nih.gov/pubmed/35552620
https://doi.org/10.1002/aur.1315
https://www.ncbi.nlm.nih.gov/pubmed/23853172
https://doi.org/10.1002/hbm.25873
https://www.ncbi.nlm.nih.gov/pubmed/35417064
https://doi.org/10.1016/j.nicl.2022.103160
https://doi.org/10.1016/j.tics.2020.01.008
https://doi.org/10.1073/pnas.1903403116
https://doi.org/10.3389/fnsys.2010.00013
https://doi.org/10.1002/ima.22005


Brain Sci. 2023, 13, 1098 14 of 15

44. Veraart, J.; Novikov, D.S.; Christiaens, D.; Ades-Aron, B.; Sijbers, J.; Fieremans, E. Denoising of diffusion MRI using random
matrix theory. Neuroimage 2016, 142, 394–406. [CrossRef]

45. Tustison, N.J.; Avants, B.B.; Cook, P.A.; Zheng, Y.; Egan, A.; Yushkevich, P.A.; Gee, J.C. N4ITK: Improved N3 bias correction. IEEE
Trans. Med. Imaging 2010, 29, 1310–1320. [CrossRef] [PubMed]

46. Raffelt, D.; Tournier, J.D.; Crozier, S.; Connelly, A.; Salvado, O. Reorientation of fiber orientation distributions using apodized
point spread functions. Magn. Reson. Med. 2012, 67, 844–855. [CrossRef] [PubMed]

47. Dhollander, T.; Connelly, A. A novel iterative approach to reap the benefits of multi-tissue CSD from just single-shell (+b = 0)
diffusion MRI data. In Proceedings of the 2016 Annual Meeting & Exhibition, Singapore, 7–13 May 2016; p. 3010.

48. Raffelt, D.; Tournier, J.D.; Fripp, J.; Crozier, S.; Connelly, A.; Salvado, O. Symmetric diffeomorphic registration of fibre orientation
distributions. Neuroimage 2011, 56, 1171–1180. [CrossRef] [PubMed]

49. Fan, L.; Li, H.; Zhuo, J.; Zhang, Y.; Wang, J.; Chen, L.; Yang, Z.; Chu, C.; Xie, S.; Laird, A.R.; et al. The Human Brainnetome Atlas:
A New Brain Atlas Based on Connectional Architecture. Cereb. Cortex 2016, 26, 3508–3526. [CrossRef] [PubMed]

50. Tournier, J.-D.; Calamante, F.; Connelly, A. Improved probabilistic streamlines tractography by 2nd order integration over fibre
orientation distributions. In Proceedings of the International Society for Magnetic Resonance in Medicine; John Wiley & Sons, Inc.:
Hoboken, NJ, USA, 2010.

51. Yeo, B.T.; Krienen, F.M.; Sepulcre, J.; Sabuncu, M.R.; Lashkari, D.; Hollinshead, M.; Roffman, J.L.; Smoller, J.W.; Zöllei, L.; Polimeni,
J.R.; et al. The organization of the human cerebral cortex estimated by intrinsic functional connectivity. J. Neurophysiol. 2011, 106,
1125–1165.

52. Colom, R.; Karama, S.; Jung, R.E.; Haier, R.J. Human intelligence and brain networks. Dialogues Clin. Neurosci. 2010, 12, 489–501.
[CrossRef] [PubMed]

53. Malagurski, B.; Liem, F.; Oschwald, J.; Mérillat, S.; Jäncke, L. Longitudinal functional brain network reconfiguration in healthy
aging. Hum. Brain Mapp. 2020, 41, 4829–4845. [CrossRef]

54. Porcu, M.; Wintermark, M.; Suri, J.S.; Saba, L. The influence of the volumetric composition of the intracranial space on neural
activity in healthy subjects: A resting-state functional magnetic resonance study. Eur. J. Neurosci. 2020, 51, 1944–1961. [CrossRef]

55. Baum, G.L.; Cui, Z.; Roalf, D.R.; Ciric, R.; Betzel, R.F.; Larsen, B.; Cieslak, M.; Cook, P.A.; Xia, C.H.; Moore, T.M.; et al. Development
of structure-function coupling in human brain networks during youth. Proc. Natl. Acad. Sci. USA 2020, 117, 771–778. [CrossRef]

56. Shen, Y.; Zhang, C.; Cui, S.; Wang, R.; Cai, H.; Zhao, W.; Zhu, J.; Yu, Y. Transcriptional substrates underlying functional
connectivity profiles of subregions within the human sensorimotor cortex. Hum. Brain Mapp. 2022, 43, 5562–5578. [CrossRef]

57. Eisenberg, M.; Shmuelof, L.; Vaadia, E.; Zohary, E. The representation of visual and motor aspects of reaching movements in the
human motor cortex. J. Neurosci. 2011, 31, 12377–12384. [CrossRef] [PubMed]

58. Soman, S.M.; Raghavan, S.; Rajesh, P.G.; Mohanan, N.; Thomas, B.; Kesavadas, C.; Menon, R.N. Does resting state functional
connectivity differ between mild cognitive impairment and early Alzheimer’s dementia? J. Neurol. Sci. 2020, 418, 117093.
[CrossRef]

59. Mostofsky, S.H.; Ewen, J.B. Altered connectivity and action model formation in autism is autism. Neuroscientist 2011, 17, 437–448.
[CrossRef] [PubMed]

60. Gabrielsen, T.P.; Anderson, J.S.; Stephenson, K.G.; Beck, J.; King, J.B.; Kellems, R.; Top, D.N., Jr.; Russell, N.C.C.; Anderberg, E.;
Lundwall, R.A.; et al. Functional MRI connectivity of children with autism and low verbal and cognitive performance. Mol.
Autism 2018, 9, 67. [CrossRef]

61. Mostofsky, S.H.; Powell, S.K.; Simmonds, D.J.; Goldberg, M.C.; Caffo, B.; Pekar, J.J. Decreased connectivity and cerebellar activity
in autism during motor task performance. Brain 2009, 132 Pt 9, 2413–2425. [CrossRef] [PubMed]

62. Oldehinkel, M.; Mennes, M.; Marquand, A.; Charman, T.; Tillmann, J.; Ecker, C.; Dell’Acqua, F.; Brandeis, D.; Banaschewski,
T.; Baumeister, S.; et al. Altered Connectivity Between Cerebellum, Visual, and Sensory-Motor Networks in Autism Spectrum
Disorder: Results from the EU-AIMS Longitudinal European Autism Project. Biol. Psychiatry Cogn. Neurosci. Neuroimaging 2019,
4, 260–270. [CrossRef]

63. Paquola, C.; Vos De Wael, R.; Wagstyl, K.; Bethlehem, R.A.I.; Hong, S.J.; Seidlitz, J.; Bullmore, E.T.; Evans, A.C.; Misic, B.;
Margulies, D.S.; et al. Microstructural and functional gradients are increasingly dissociated in transmodal cortices. PLoS Biol.
2019, 17, e3000284. [CrossRef]

64. Long, Z.; Duan, X.; Mantini, D.; Chen, H. Alteration of functional connectivity in autism spectrum disorder: Effect of age and
anatomical distance. Sci. Rep. 2016, 6, 26527. [CrossRef]

65. Koshino, H.; Carpenter, P.A.; Minshew, N.J.; Cherkassky, V.L.; Keller, T.A.; Just, M.A. Functional connectivity in an fMRI working
memory task in high-functioning autism. NeuroImage 2005, 24, 810–821. [CrossRef]

66. Lepping, R.J.; McKinney, W.S.; Magnon, G.C.; Keedy, S.K.; Wang, Z.; Coombes, S.A.; Vaillancourt, D.E.; Sweeney, J.A.; Mosconi,
M.W. Visuomotor brain network activation and functional connectivity among individuals with autism spectrum disorder. Hum.
Brain Mapp. 2022, 43, 844–859. [CrossRef]

https://doi.org/10.1016/j.neuroimage.2016.08.016
https://doi.org/10.1109/TMI.2010.2046908
https://www.ncbi.nlm.nih.gov/pubmed/20378467
https://doi.org/10.1002/mrm.23058
https://www.ncbi.nlm.nih.gov/pubmed/22183751
https://doi.org/10.1016/j.neuroimage.2011.02.014
https://www.ncbi.nlm.nih.gov/pubmed/21316463
https://doi.org/10.1093/cercor/bhw157
https://www.ncbi.nlm.nih.gov/pubmed/27230218
https://doi.org/10.31887/DCNS.2010.12.4/rcolom
https://www.ncbi.nlm.nih.gov/pubmed/21319494
https://doi.org/10.1002/hbm.25161
https://doi.org/10.1111/ejn.14627
https://doi.org/10.1073/pnas.1912034117
https://doi.org/10.1002/hbm.26031
https://doi.org/10.1523/JNEUROSCI.0824-11.2011
https://www.ncbi.nlm.nih.gov/pubmed/21865480
https://doi.org/10.1016/j.jns.2020.117093
https://doi.org/10.1177/1073858410392381
https://www.ncbi.nlm.nih.gov/pubmed/21467306
https://doi.org/10.1186/s13229-018-0248-y
https://doi.org/10.1093/brain/awp088
https://www.ncbi.nlm.nih.gov/pubmed/19389870
https://doi.org/10.1016/j.bpsc.2018.11.010
https://doi.org/10.1371/journal.pbio.3000284
https://doi.org/10.1038/srep26527
https://doi.org/10.1016/j.neuroimage.2004.09.028
https://doi.org/10.1002/hbm.25692


Brain Sci. 2023, 13, 1098 15 of 15

67. Masi, A.; DeMayo, M.M.; Glozier, N.; Guastella, A.J. An Overview of Autism Spectrum Disorder, Heterogeneity and Treatment
Options. Neurosci. Bull. 2017, 33, 183–193. [CrossRef] [PubMed]

68. Walsh, M.J.M.; Wallace, G.L.; Gallegos, S.M.; Braden, B.B. Brain-based sex differences in autism spectrum disorder across the
lifespan: A systematic review of structural MRI, fMRI, and DTI findings. Neuroimage Clin. 2021, 31, 102719. [CrossRef] [PubMed]

Disclaimer/Publisher’s Note: The statements, opinions and data contained in all publications are solely those of the individual
author(s) and contributor(s) and not of MDPI and/or the editor(s). MDPI and/or the editor(s) disclaim responsibility for any injury to
people or property resulting from any ideas, methods, instructions or products referred to in the content.

https://doi.org/10.1007/s12264-017-0100-y
https://www.ncbi.nlm.nih.gov/pubmed/28213805
https://doi.org/10.1016/j.nicl.2021.102719
https://www.ncbi.nlm.nih.gov/pubmed/34153690

	Introduction 
	Materials and Methods 
	Participants 
	Imaging Data 
	Image Preprocessing 
	Functional and Structural Network Construction 
	Fixel-Based Fiber-Bundle Analysis 
	Multilinear Model 
	Statistical Analysis 

	Results 
	Demographic and Clinical Characteristics 
	Comparisons between ASD and TDC at the Template Level 
	Comparisons between ASD and TDC at the Individual Difference Level 
	Correlations between Structure–Function Correspondence and Clinical Assessments 

	Discussion 
	Divergent Structure–Function Relationships in Patients with ASD 
	Autistic Clinical Symptoms Were Related to Subtle Changes inStructure–Function Relationships 
	Limitations 

	Conclusions 
	References

