Table S1: The impact of HFD rich in saturated fats on gut microbiota composition in animals. Most significant and relevant changes are reported.
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Table S2: The impact of TFA (trans fatty acids) on gut microbiota composition in animals. Most significant and relevant changes are reported.
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Table S3: The impact of MUFA (monounsaturated fatty acids) on gut microbiota composition in animals. Most significant and relevant changes are reported.
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Table S4: The impact of PUFA-n-3 (polyunsaturated fatty acids-omega3) on gut microbiota composition in animals. Most significant and relevant changes are reported.
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Table S5: The impact of PUFA-n-6 (polyunsaturated fatty acids-omega6) on gut microbiota composition in animals.

Most significant and relevant changes are reported.
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